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<400> 1 

tatggaataa 

gagaggtttc 

tggggacagc 

gccatgggat 

ctctttgtgc 

tgcaagatgt 

ctaggtgact 

cccgtgaccc 

aatgactgta 

ccgaggcagg 



agaaccatga 
atcctaccat 
aaagtctgag 
aaggcctctg 
tctcacaccc 
ctaatgccag 
ccacatgagg 
atgctgtgga 
ctaggccggg 
tggatcacga 



cggagtccca 
gtaactctgc 
gactctggtt 
cacagctcta 
ccacagccct 
tcattcacag 
tgtcatgcta 
cttcatgttc 
cgcactggct 
ggccaggcgt 



tgcgcagcca 
ttacagccta 
ggtgtgggcc 
gaagcttcaa 
tctggaataa 
ggcagctcag 
gatcctgcag 
taggaggtag 
cacgcctgta 
tcgagacca 



gagaagagac 
cttgcttctc 
tgtgtgcaag 
tcccatttcc 
gaccatcaca 
accctggcct 
ggagaataag 
agggagacag 
atcccagcac 



caccacccga 60 
accggcgtgc 120 
gagagcagtg 180 
acccatacat 240 
gcacagggtt 300 
gcggtgcata 360 
cacacacagg 420 
acaagaatca 480 
tttggggagg 540 
579 



<210> 2 
<211> 94 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Arg Ser Gin Arg Arg Asp His His Pro Arg Glu Val Ser Ser Tyr 
15 10 15 

His Val Thr Leu Leu Thr Ala Tyr Leu Leu Leu Thr Gly Val Leu Gly 
20 25 30 



1 



Thr Ala Lys Ser Glu Asp Ser Gly Trp Cys Gly Pro Val Cys Lys Glu 

35 40 45 

Ser Ser Gly His Gly lie Arg Pro Leu His Ser Ser Arg Ser Phe Asn 

50 ^ 55 60 

Pro lie Ser Thr His Thr Ser Leu Cys Ala Leu Thr Pro Pro Gin Pro 

65 70 75 80 



Phe Trp Asn Lys Thr lie Thr Ala Gin Gly Leu Gin Asp Val 
85 90 



<210> 3 

<211> 692 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atgaccatgc atccatttac agtaaaggga 
aagtacacaa atcaaggaaa cagcttcatc 
ctataaaaca agaaaacctc tacgtacaga 
gatccacctc tataagttgc aggttgagta 
tgtttcaggt ttcagatatt tagattttgg 
gaagagaccc aagtctaaac atgaaattca 
tagcctgaag gtaattttat acagtattta 
tgttttgact atgactcgtc atgtgaagtc 
acaggcactc aaaaagcttc agatttggga 
gatgctcaac ccatactcag tttaccagta 
ttttaaatat ataattattt ttggtatggg 
ccgggcagcc gctcgagccc tatagtgagt 



ttgcctacat ctcagacaac acttcatgta 60 
actgatgtta cctttaatct aacaagatct 120 
tcttttaaaa ttaaagcagg catctttgct 180 
tctcttatct gaaatgctag agaccagaag 240 
aatatttgca tatacacgag atatccaggg 300 
tttatgtttc atatacacct catatatata 360 
taatttgtcc aaggaacaaa gttttgactg 420 
atatgtggaa ttttccactt gtggcatcac 480 
gcatattgga tttcgcatat tcagattagg 540 
aaaaaacata atgtttgcaa ttactcctcc 600 
ggaaaagagt gagaacttta tttcacctgc 660 
aa 692 



<210> 4 

<211> 115 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Leu Glu Thr Arg Ser Val Ser Gly Phe Arg Tyr Leu Asp Phe Gly 
15 10 15 

lie Phe Ala Tyr Thr Arg Asp lie Gin Gly Lys Arg Pro Lys Ser Lys 
20 25 30 

His Glu lie His Leu Cys Phe lie Tyr Thr Ser Tyr lie Tyr Ser Leu 
35 40 45 

Lys Val lie Leu Tyr Ser lie Tyr Asn Leu Ser Lys Glu Gin Ser Phe 
50 55 60 

Asp Cys Val Leu Thr Met Thr Arg His Val Lys Ser Tyr Val Glu Phe 
65 70 75 80 

Ser Thr Cys Gly lie Thr Gin Ala Leu Lys Lys Leu Gin lie Trp Glu 
85 90 95 



2 



His lie Gly Phe Arg lie Phe Arg Leu Gly Met Leu Asn Pro Tyr Ser 
100 105 110 



Val Tyr Gin 
115 



<210> 5 
<211> 2351 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (408) 

<223> Where n is an A, T, G, or C 
<400> 5 

taaaaataca aaaaattagc cgggcgtagt ggcgggcgcc tgtagtccca gctacttggg 60 
aggctgaggc aggagaatgg cgtgaacccg ggaggcagag cttgcagtga gccgagatcc 120 
cgccactgca ctccagcctg ggcgacagag cgagactccg tctcaaaaaa aaaaaaaaag 180 
aacatcctga gccgggcgtg gaaaagctct ttgcagatgg cgcttccatc tctgcgcccc 240 
tcggggtggg ggctgtccca tgttgctcct gctggggcct ctcaggcttc ctctttgccc 300 
acccaaaagg aaaaatccac tgcacctcca cttggtgact gacgccgtgg ccagaaacat 360 
cctggagacg ctcttccaca catggatggt gcctgctatc gatccccntg tcagctttta 420 
tcatgccgac cagctcaagc cccaggtctc ctggatcccc aacaagcact actccggcct 480 
ctatgggcta atgaagctgg tgctgcccaa tgccttgcct gctgagctgg cccgcgtcat 540 
tgtcctggac acggatgtca ccttcgcctc tgacatctcg gagctctggg ccctctttgc 600 
tcacttttct gacacgcagg cgatcggtct tgtggagaac cagagtgact ggtacctggg 660 
caacctctgg aagaaccaca ggccctggcc tgccttgggc cggggattta acacaggtgt 720 
gatcctgctg cggctggacc ggctccggca ggctggctgg gagcagatgt ggaggctgac 780 
agccaggcgg gagctcctta gcctgcctgc cacctcactg gctgaccagg acatcttcaa 840 
cgctgtgatc aaggagcacc cggggctagt gcagcgtctg ccttgtgtct ggaatgtgca 900 
gctgtcagat cacacactgg ccgagcgctg ctactctgag gcgtctgacc tcaaggtgat 960 
ccactggaac tcaccaaaga agcttcgggt gaagaacaag catgtggaat tcttccgcaa 1020 
tttctacctg accttcctgg agtacgatgg gaacctgctg cggagagagc tctttgtgtg 1080 
ccccagccag cccccacctg gtgctgagca gttgcagcag gccctggcac aactggacga 1140 
ggaagacccc tgctttgagt tccggcagca gcagctcact gtgcaccgtg tgcatgtcac 1200 
tttcctgccc catgaaccgc cacccccccg gcctcacgat gtcacccttg tggcccagct 1260 
gtccatggac cggctgcaga tgttggaagc cctgtgcagg cactggcctg gccccatgag 1320 
cctggccttg tacctgacag acgcagaagc tcagcagttc ctgcatttcg tcgaggcctc 1380 
accagtgctt gctgcccggc aggacgtggc ctaccatgtg gtgtaccgtg aggggcccct 1440 
ataccccgtc aaccagcttc gcaacgtggc cttggcccag gccctcacgc cttacgtctt 1500 
cctcagtgac attgacttcc tgcctgccta ttctctctac gactacctca gggcctccat 1560 
tgagcagctg gggctgggca gccggcgcaa ggcagcactg gtggtgccgg catttgagac 1620 
cctgcgctac cgcttcagct tcccccattc caaggtggag ctgttggcct tgctggatgc 1680 
gggcactctc tacaccttca ggtaccacga gtggccccga ggccacgcac ccacagacta 1740 
tgcccgctgg cgggaggctc aggccccgta ccgtgtgcaa tgggcggcca actatgaacc 1800 
ctacgtggtg gtgccacgag actgtccccg ctatgatcct cgctttgtgg gcttcggctg 1860 
gaacaaagtg gcccacattg tggagctgga tgcccaggaa tatgagctcc tggtgctgcc 1920 
cgaggccttc accatccatc tgccccacgc tccaagcctg gacatctccc gcttccgctc 1980 
cagccccacc tatcgtgact gcctccaggc cctcaaggac gaattccacc aggacttgtc 2040 
ccgccaccat ggggctgctg ccctcaaata cctcccagcc ctgcagcagc cccagagccc 2100 
tgcccgaggc tgaggctggg ccggcgctgc ccctcatctt agcattgggc agacaccagg 2160 
gcaacctgcc ctccgccatc cctgctattt aaattattta aggtctctgg gaagggctgg 2220 
ggcagagcat ctgtggggtg gggtcttccc cttgctgcta ttgtatggct ggggactggt 2280 
ctctctctgc cccagccagt ttggggctgg ttcccccatc ttgaattgtt tatccctttt 2340 
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tcataattaa a 2351 



<210> 6 

<211> 617 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 
<222> (50) 

<223> Wherein Xaa is any amino acid as, disclosed in the 
specification 

<400> 6 

Met Leu Leu Leu Leu Gly Pro Leu Arg Leu Pro Leu Cys Pro Pro Lys 
15 10 15 

Arg Lys Asn Pro Leu His Leu His Leu Val Thr Asp Ala Val Ala Arg 
20 25 30 

Asn lie Leu Glu Thr Leu Phe His Thr Trp Met Val Pro Ala lie Asp 
35 40 45 

Pro Xaa Val Ser Phe Tyr His Ala Asp Gin Leu Lys Pro Gin Val Ser 
50 55 60 

Trp lie Pro Asn Lys His Tyr Ser Gly Leu Tyr Gly Leu Met Lys Leu 
65 70 75 80 

Val Leu Pro Asn Ala Leu Pro Ala Glu Leu Ala Arg Val lie Val Leu 
85 90 95 

Asp Thr Asp Val Thr Phe Ala Ser Asp lie Ser Glu Leu Trp Ala Leu 
100 105 110 

Phe Ala His Phe Ser Asp Thr Gin Ala lie Gly Leu Val Glu Asn Gin 
115 120 125 

Ser Asp Trp Tyr Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp Pro 
130 135 140 

Ala Leu Gly Arg Gly Phe Asn Thr Gly Val lie Leu Leu Arg Leu Asp 
145 150 155 160 

Arg Leu Arg Gin Ala Gly Trp Glu Gin Met Trp Arg Leu Thr Ala Arg 
165 170 175 

Arg Glu Leu Leu Ser Leu Pro Ala Thr Ser Leu Ala Asp Gin Asp lie 
180 185 190 

Phe Asn Ala Val lie Lys Glu His Pro Gly Leu Val Gin Arg Leu Pro 
195 200 205 

Cys Val Trp Asn Val Gin Leu Ser Asp His Thr Leu Ala Glu Arg Cys 
210 215 220 
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Tyr Ser Glu Ala Ser Asp Leu Lys Val lie His Trp Asn Ser Pro Lys 
225 230 235 240 

Lys Leu Arg Val Lys Asn Lys His Val Glu Phe Phe Arg Asn Phe Tyr 
245 250 255 

Leu Thr Phe Leu Glu Tyr Asp Gly Asn Leu Leu Arg Arg Glu Leu Phe 
260 265 270 

Val Cys Pro Ser Gin Pro Pro Pro Gly Ala Glu Gin Leu Gin Gin Ala 
275 280 285 

Leu Ala Gin Leu Asp Glu Glu Asp Pro Cys Phe Glu Phe Arg Gin Gin 
290 295 300 

Gin Leu Thr Val His Arg Val His Val Thr Phe Leu Pro His Glu Pro 
305 310 315 320 

Pro Pro Pro Arg Pro His Asp Val Thr Leu Val Ala Gin Leu Ser Met 
325 330 335 

Asp Arg -Leu Gin Met Leu Glu Ala Leu Cys Arg His Trp Pro Gly Pro 
340 345 350 

Met Ser Leu Ala Leu Tyr Leu Thr Asp Ala Glu Ala Gin Gin Phe Leu 
355 360 365 

His Phe Val Glu Ala Ser Pro Val Leu Ala Ala Arg Gin Asp Val Ala 
370 375 380 

Tyr His Val Val Tyr Arg Glu Gly Pro Leu Tyr Pro Val Asn Gin Leu 
385 390 395 400 

Arg Asn Val Ala Leu Ala Gin Ala Leu Thr Pro Tyr Val Phe Leu Ser 
405 410 415 

Asp lie Asp Phe Leu Pro Ala Tyr Ser Leu Tyr Asp Tyr Leu Arg Ala 
420 425 430 

Ser lie Glu Gin Leu Gly Leu Gly Ser Arg Arg Lys Ala Ala Leu Val 
435 440 445 

Val Pro Ala Phe Glu Thr Leu Arg Tyr Arg Phe Ser Phe Pro His Ser 
450 455 460 

Lys Val Glu Leu Leu Ala Leu Leu Asp Ala Gly Thr Leu Tyr Thr Phe 
465 470 475 480 

Arg Tyr His Glu Tip Pro Arg Gly His Ala Pro Thr Asp Tyr Ala Arg 
485 490 495 

Trp Arg Glu Ala Gin Ala Pro Tyr Arg Val Gin Trp Ala Ala Asn Tyr 
500 505 510 

Glu Pro Tyr Val Val Val Pro Arg Asp Cys Pro Arg Tyr Asp Pro Arg 
515 520 525 
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Phe Val Gly Phe Gly Trp Asn Lys Val Ala His lie Val Glu Leu Asp 
530 535 540 



Ala Gin Glu Tyr Glu Leu Leu Val Leu Pro Glu Ala Phe Thr lie His 
545 550 555 560 

Leu Pro His Ala Pro Ser Leu Asp lie Ser Arg Phe Arg Ser Ser Pro 
565 570 575 

Thr Tyr Arg Asp Cys Leu Gin Ala Leu Lys Asp Glu Phe His Gin Asp 
580 585 590 

Leu Ser Arg His His Gly Ala Ala Ala Leu Lys Tyr Leu Pro Ala Leu 
595 600 605 

Gin Gin Pro Gin Ser Pro Ala Arg Gly 
610 615 



<210> 7 

<211> 812 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ttttttttgg caaaacccca tttctactaa 
cacacagata atcccagcta ctcaggagga 
gcggaggctg tagtgagcca agattgtgcc 
actcttatct tacaagaaaa aaaagaatgc 
acaggtgaaa tgacttgctc aggccacagt 
agcagaatgc aaggagggag tggtacctac 
agagcaggtg gcacagtaat aaatggcatc 
cagcttgaag agcgaccagt tattctcatt 
gaagaggtcc tcacatttgg ctacaaggcg 
cttggcatag gtgccctcct tgctgctgat 
ggtgctcccg gtggaggctt gactggacac 
ccctttgcac tggaggccag ggctcccgca 
cggaagccag tggccctgcc tttgaaagct 
ggatggtggc ggttcccggg gctcaccgaa 



aaatacaaaa attagctggg taccgtggtg 60 
tgaggcagga gaatcgcttt aaaatgggag 120 
actgcactcc agcctgggca acaaagtgag 180 
ttaggaatca actcccctcc taatgcccag 240 
tctgcccaag ccagcaccag ccagtggcac 300 
tttcacagca taggtgctgc cggggtcctc 360 
ccccgagtca cagcagggct tgttacaagt 420 
gaagtggagc tcctttttct ggccgcccat 480 
ggccagggac tgggtgtaga gtccccccag 540 
gttgctcagg agaccgtgca gctgaagctg 600 
gctcagctgg gaggatgagg cggagggggc 660 
gccgcctctg ttgcccgcca gccctgctgc 720 
ttctccagag gatcggaaga ggagaagaca 780 
ta 812 



<210> 8 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Thr Cys Ser Gly His Ser Ser 
1 5 

His Ser Arg Met Gin Gly Gly Ser 
20 

Ala Ala Gly Val Leu Arg Ala Gly 
35 40 

Arg Val Thr Ala Gly Leu Val Thr 



Ala Gin Ala Ser Thr Ser Gin Trp 
10 15 

Gly Thr Tyr Phe His Ser lie Gly 
25 30 

Gly Thr Val lie Asn Gly lie Pro 
45 

Ser Gin Leu Glu Glu Arg Pro Val 
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50 



55 



60 



He Leu He Glu Val Glu Leu Leu Phe Leu Ala Ala His Glu Glu Val 
65 70 75 80 

Leu Thr Phe Gly Tyr Lys Ala Gly Gin Gly Leu Gly Val Glu Ser Pro 
85 90 95 

Gin Leu Gly He Gly Ala Leu Leu Ala Ala Asp Val Ala Gin Glu Thr 
100 105 110 

Val Gin Leu Lys Leu Gly Ala Pro Gly Gly Gly Leu Thr Gly His Ala 
115 120 125 

Gin Leu Gly Gly 
130 



<210> 9 

<211> 2059 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) 

<223> Where n is an A, T, G, or C 
<400> 9 

cgctccgtct ggaacggcgc aggtcccagc agctggggtt ccccctcagc ccgtgagcag 60 
ccatgtccaa ccccagcgcc ccaccaccat atgaagaccg caaccccctg tacccaggcc 120 
ctctgccccc tgggggctat gggcagccat ctgtcctgcc aggagggtat cctgcctacc 180 
ctggctaccc gcagcctggc tacggtcacc ctgctggcta cccacagccc atgcccccca 240 
cccacccgat gcccatgaac tacggcccag gccatggcta tgatggggag gagagagcgg 300 
tgagtgatag cttcgggcct ggagagtggg atgaccggaa agtgcgacac acttttatcc 360 
gaaaggttta ctccatcatc tccgtgcagc tgctcatcac tgtggccatc attgctatct 420 
tcacctttgt ggaacctgtc agcgcctttg tgaggagaaa tgtggctgtc tactacgtgt 480 
cctatgctgt cttcgttgtc acctacctga tccttgcctg ctgccaggga cccagacgcc 540 
gtttcccatg gaacatcatt ctgctgaccc tttttacttt tgccatgggc ttcatgacgg 600 
gcaccatttc cagtatgtac caaaccaaag ccgtcatcat tgcaatgatc atcactgcgg 660 
tggtatccat ttcagtcacc atcttctgct ttcagaccaa ggtgagggca tggagggccc 720 
ttccctggcc ccccgactcc cctttcttat caggcccgga ccccggtaca ctagggatgt 780 
tccctagaga cctgatcccc ttctcctcat ccgcacctac aaaactgtgt cctgtttctg 840 
tccttagaat gttgtggaca ttcccatacc ccctaggagg cagcactggg actccctggc 900 
agggccagtc tgactgggct ggttgtcaca gccatctgac aggtgcctct ttcttgcttc 960 
ctggcaggtg gacttcacct cgtgcacagg cctcttctgt gtcctgggaa ttgtgctcct 1020 
ggtgactggg attgtcacta gcattgtgct cttagcattg tgctctactt ccaatacgtt 1080 
tactggctcc acatgctcta tgctgctctg ggggccattt gtttcaccct gttcctggct 1140 
tacgacacac agctggtcct ggggaaccgg aagcacacca tcagccccga ggactacatc 1200 
actggcgccc tgcagattta cacagacatc atctacatct tcacctttgt gctgcagctg 1260 
atgggggatc gcaattaagg agcaagcccc cattttcacc cgatcctggg ctctcccttc 1320 
caagctagag ggctgggccc tatgactgtg gtctgggctt taggcccctt tccttcccct 1380 
tgagtaacat gcccagtttc ctttctgtcc tggagacagg tggcctctct ggctatggat 1440 
gtgtgggtac ttggtgggga cggaggagct agggactaac tgttgctctt ggtgggcttg 1500 
gcagggacta ggctgaagat gtgtcttctc cccgccacct actgtatgac accacattct 1560 
tcctaacagc tggggttgtg aggaatatga aaagagccta ttcgatagct agaagggaat 1620 
atgaaaggta gaagtgactt caaggtcacg aggttcccct cccacctctg tcacaggctt 1680 



7 



cttgactacg tagttggagc tatttcttcc 
cctcctggac acataggcca ttatcctgta 
aaggtagaag agatctgtgc ccatgggtct 
catatgtatt gtttatctgg gttagggatg 
ctatacaggc cagcatggaa cagcatctcc 
aagacagagc aggccacatg tggccatctg 
cttgcaggct tctggatcc 



cccagcaaag ccagagagct ttgtccccgg 1740 
ttcctttggc ttggcatctt ttagctcagg 1800 
ccttgcttca atcccttctt gtttcagtga 1860 
ggggacagat aatagaacga gcaaagtaac 1920 
cctgggcttg ctcctggctt gtgacgctat 1980 
ctccccattc ttgaaagctg ctggggcctc 2040 

2059 



<210> 10 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Ser Asn Pro Ser Ala Pro Pro Pro Tyr Glu Asp Arg Asn Pro Leu 
15 10 15 

Tyr Pro Gly Pro Leu Pro Pro Gly Gly Tyr Gly Gin Pro Ser Val Leu 
20 25 30 

Pro Gly Gly Tyr Pro Ala Tyr Pro Gly Tyr Pro Gin Pro Gly Tyr Gly 
35 40 45 

His Pro Ala Gly Tyr Pro Gin Pro Met Pro Pro Thr His Pro Met Pro 
50 55 60 

Met Asn Tyr Gly Pro Gly His Gly Tyr Asp Gly Glu Glu Arg Ala Val 
65 70 75 80 

Ser Asp Ser Phe Gly Pro Gly Glu Trp Asp Asp Arg Lys Val Arg His 
85 90 95 

Thr Phe lie Arg Lys Val Tyr Ser lie lie Ser Val Gin Leu Leu lie 
100 105 110 

Thr Val Ala He He Ala He Phe Thr Phe Val Glu Pro Val Ser Ala 
115 120 125 

Phe Val Arg Arg Asn Val Ala Val Tyr Tyr Val Ser Tyr Ala Val Phe 
130 135 140 

Val Val Thr Tyr Leu He Leu Ala Cys Cys Gin Gly Pro Arg Arg Arg 
145 150 155 160 

Phe Pro Trp Asn He He Leu Leu Thr Leu Phe Thr Phe Ala Met Gly 
165 170 175 

Phe Met Thr Gly Thr He Ser Ser Met Tyr Gin Thr Lys Ala Val He 
180 185 190 

He Ala Met He He Thr Ala Val Val Ser He Ser Val Thr He Phe 
195 200 205 

Cys Phe Gin Thr Lys Val Arg Ala Trp Arg Ala Leu Pro Trp Pro Pro 
210 215 220 
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Asp Ser Pro Phe Leu Ser Gly Pro 
225 230 

Pro Arg Asp Leu lie Pro Phe Ser 
245 

Pro Val Ser Val Leu Arg Met Leu 
260 

Gly Ser Thr Gly Thr Pro Trp Gin 
275 280 

His Ser His Leu Thr Gly Ala Ser 
290 295 

Ser Pro Arg Ala Gin Ala Ser Ser 
305 310 



Asp Pro Gly Thr Leu Gly Met Phe 
235 240 

Ser Ser Ala Pro Thr Lys Leu Cys 
250 255 

Trp Thr Phe Pro Tyr Pro Leu Gly 
265 270 

Gly Gin Ser Asp Trp Ala Gly Cys 
285 

Phe Leu Leu Pro Gly Arg Trp Thr 
300 

Val Ser Trp Glu Leu Cys Ser Trp 
315 320 



<210> 11 

<211> 807 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ccaagataca agctggagta tttaggagtg 
caaaattcga cctggacgag accctggtgc 
acttcatcat ccctgtggag attgatgggg 
ctcacgtgga tgagttcctg cagcgaatgg 
ctagcctcgc caagtacgca gacccagtag 
gggcccggct gtttcgagag tcctgcgtct 
gccggttggg tcgagacctg cggcgggtgc 
tcttccatcc agacaatgct gtgagtgcgg 
cccaggaagg ggtcagtcca ttcaggccac 
gggtgccctc ccagtccttc ctgcattcat 
cacctgccct gtagccatat ggtcttttcc 
caggggcccc cacagggcaa cggagtttgg 
gacctactga tggcccacag aattaattta 
gaaatagaat agaaaatatc caaaaaa 



atatctataa ctagcactca agttattcaa 60 
acagctcctt caagccagtg aacaacgcgg 120 
tggtccacca ggtctacgtg ttgaagcgtc 180 
gcgagctctt tgaatgtgtg ctgttcactg 240 
ctgacctgct ggacaaatgg ggggccttcc 300 
tccaccgggg gaactacgtg aaggacctga 360 
tcatcctgga caattcacct gcctcctatg 420 
gctggactgg gactgggaca ggagctgaga 480 
cttggcctct tggatcccca gttggggggt 540 
tgcctgtgcc tgccgcccac tcccctcatc 600 
cctcgcacaa agcagagcat ctgccatgca 660 
aaagtttcaa tttttcgaat tgccagttgt 720 
gtgggttctg attgggaatt ttaacaaaat 780 

807 



<210> 12 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Gly Glu Leu Phe Glu Cys Val Leu Phe Thr Ala Ser Leu Ala Lys 
15 10 15 

Tyr Ala Asp Pro Val Ala Asp Leu Leu Asp Lys Trp Gly Ala Phe Arg 
20 25 30 

Ala Arg Leu Phe Arg Glu Ser Cys Val Phe His Arg Gly Asn Tyr Val 
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35 



40 



45 



Lys Asp Leu Ser Arg Leu Gly Arg Asp Leu Arg Arg Val Leu lie Leu 
50 55 60 

Asp Asn Ser Pro Ala Ser Tyr Val Phe His Pro Asp Asn Ala Val Ser 
65 70 75 80 

Ala Gly Trp Thr Gly Thr Gly Thr Gly Ala Glu Thr Gin Glu Gly Val 
85 90 95 

Ser Pro Phe Arg Pro Pro Trp Pro Leu Gly Ser Pro Val Gly Gly Trp 
100 105 110 

Val Pro Ser Gin Ser Phe Leu His Ser Leu Pro Val Pro Ala Ala His 
115 120 125 

Ser Pro His Pro Pro Ala Leu 
130 135 



<210> 13 

<211> 2357 

<212> DNA 

<213> Homo sapiens 

<400> 13 

cgcccccgtc ggcggccatg ctgccccgag 
tgttgctgct gctgctgctg ctcggattcc 
ctgcggagag ccgccgccct cgacggaacc 
ctccgactgc ggcccgcagc cgccgccgcc 
tcgtgtgtgc ggggcataac tccagccgag 
tctacaggaa aaatccactg cacctccact 
tggagacgct cttccacaca tggatggtgc 
accagctcaa gccccaggtc tcctggatcc 
taatgaagct ggtgctgccc agtgccttgc 
acacggatgt caccttcgcc tctgacatct 
ctgacacgca ggcgatcggt cttgtggaga 
ggaagaacca caggccctgg cctgccttgg 
tgcggctgga ccggctccgg caggctggct 
gggagctcct tagcctgcct gccacctcac 
tcaaggagca cccggggcta gtgcagcgtc 
atcacacact ggccgagcgc tgctactctg 
actcaccaaa gaagcttcgg gtgaagaaca 
tgaccttcct ggagtacgat gggaacctgc 
agcccccacc tggtgctgag cagttgcagc 
cctgctttga gttccggcag cagcagctca 
cccatgaacc gccacccccc cggcctcacg 
accggctgca gatgttggaa gccctgtgca 
tgtacctgac agacgcagaa gctcagcagt 
ttgctgcccg gcaggacgtg gcctaccatg 
tcaaccagct tcgcaacgtg gccttggccc 
acattgactt cctgcctgcc tattctctct 
tggggctggg cagccggcgc aaggcagcac 
accgcttcag cttcccccat tccaaggtgg 
tctacacctt caggtaccac gagtggcccc 
ggcgggaggc tcaggccccg taccgtgtgc 



ggcgcccccg ggcgctgggg gccgccgcgc 60 
tcctgttcgg tggggacctg ggacgggagg 120 
ccggggggcc ggccccgggg accacaaccg 180 
cgcccaagtg cgagctcttg catgtggcca 240 
acgtcatcat cctggtgaag tccatgctct 300 
tggtgactga cgccgtggcc agaaacatcc 360 
ctgctgtccg tgtcagcttt tatcatgccg 420 
ccaacaagca ctactccggc ctctatgggc 480 
ctgctgagct ggcccgcgtc attgtcctgg 540 
cggagctctg ggccctcttt gctcactttt 600 
accagagtga ctggtacctg ggcaacctct 660 
gccggggatt taacacaggt gtgatcctgc 720 
gggagcagat gtggaggctg acagccaggc 780 
tggctgacca ggacatcttc aacgctgtga 840 
tgccttgtgt ctggaatgtg cagctgtcag 900 
aggcgtctga cctcaaggtg atccactgga 960 
agcatgtgga attcttccgc aatttctacc 1020 
tgcggagaga gctctttgtg tgccccagcc 1080 
aggccctggc acaactggac gaggaagacc 1140 
ctgtgcaccg tgtgcatgtc actttcctgc 1200 
atgtcaccct tgtggcccag ctgtccatgg 1260 
ggcactggcc tggccccatg agcctggcct 1320 
tcctgcattt cgtcgaggcc tcaccagtgc 1380 
tggtgtaccg tgaggggccc ctataccccg 1440 
aggccctcac gccttacgtc ttcctcagtg 1500 
acgactacct cagggcctcc attgagcagc 1560 
tggtggtgcc ggcatttgag accctgcgct 1620 
agctgttggc cttgctggat gcgggcactc 1680 
gaggccacgc acccacagac tatgcccgct 1740 
aatgggcggc caactatgaa ccctacgtgg 1800 
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tggtgccacg agactgtccc cgctatgatc 
tggcccacat tgtggagctg gatgcccagg 
tcaccatcca tctgccccac gctccaagcc 
cctatcgtga ctgcctccag gccctcaagg 
atggggctgc tgccctcaaa tacctcccag 
gctgaggctg ggccggcgct gcccctcatc 
ccctccgcca tccctgctat ttaaattatt 
atctgtgggg tggggtcttc cccttgctgc 
gccccagcca gtttggggct ggttccccca 
aaagttttaa aacatca 



ctcgctttgt gggcttcggc tggaacaaag 1860 
aatatgagct cctggtgctg cccgaggcct 1920 
tggacatctc ccgcttccgc tccagcccca 1980 
acgaattcca ccaggacttg tcccgccacc 2040 
ccctgcagca gccccagagc cctgcccgag 2100 
ttagcattgg gcagacacca gggcaacctg 2160 
taaggtctct gggaagggct ggggcagagc 2220 
tattgtatgg ctggggactg gtctctctct 2280 
tcttgaattg tttatccctt tttcataatt 2340 

2357 



<210> 14 
<211> 695 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Leu Pro Arg Gly Arg Pro Arg Ala Leu Gly Ala Ala Ala Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Gly Phe Leu Leu Phe Gly Gly Asp Leu Gly 
20 25 30 

Arg Glu Ala Ala Glu Ser Arg Arg Pro Arg Arg Asn Pro Gly Gly Pro 
35 40 45 

Ala Pro Gly Thr Thr Thr Ala Pro Thr Ala Ala Arg Ser Arg Arg Arg 
50 55 60 

Pro Pro Lys Cys Glu Leu Leu His Val Ala lie Val Cys Ala Gly His 
65 70 75 80 

Asn Ser Ser Arg Asp Val lie lie Leu Val Lys Ser Met Leu Phe Tyr 
85 90 95 

Arg Lys Asn Pro Leu His Leu His Leu Val Thr Asp Ala Val Ala Arg 
100 105 110 

Asn lie Leu Glu Thr Leu Phe His Thr Trp Met Val Pro Ala Val Arg 
115 120 125 

Val Ser Phe Tyr His Ala Asp Gin Leu Lys Pro Gin Val Ser Trp lie 
130 135 140 

Pro Asn Lys His Tyr Ser Gly Leu Tyr Gly Leu Met Lys Leu Val Leu 
145 150 155 160 

Pro Ser Ala Leu Pro Ala Glu Leu Ala Arg Val lie Val Leu Asp Thr 
165 170 175 

Asp Val Thr Phe Ala Ser Asp lie Ser Glu Leu Trp Ala Leu Phe Ala 
180 185 190 

His Phe Ser Asp Thr Gin Ala lie Gly Leu Val Glu Asn Gin Ser Asp 
195 200 205 
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Trp Tyr Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp Pro Ala Leu 
210 215 220 

Gly Arg Gly Phe Asn Thr Gly Val lie Leu Leu Arg Leu Asp Arg Leu 
225 230 235 240 

Arg Gin Ala Gly Trp Glu Gin Met Trp Arg Leu Thr Ala Arg Arg Glu 
245 250 255 

Leu Leu Ser Leu Pro Ala Thr Ser Leu Ala Asp Gin Asp lie Phe Asn 
260 265 270 

Ala Val lie Lys Glu His Pro Gly Leu Val Gin Arg Leu Pro Cys Val 
275 280 285 

Trp Asn Val Gin Leu Ser Asp His Thr Leu Ala Glu Arg Cys Tyr Ser 
290 295 300 

Glu Ala Ser Asp Leu Lys Val lie His Trp Asn Ser Pro Lys Lys Leu 
305 310 315 320 

Arg Val Lys Asn Lys His Val Glu Phe Phe Arg Asn Phe Tyr Leu Thr 
325 330 335 

Phe Leu Glu Tyr Asp Gly Asn Leu Leu Arg Arg Glu Leu Phe Val Cys 
340 345 350 

Pro Ser Gin Pro Pro Pro Gly Ala Glu Gin Leu Gin Gin Ala Leu Ala 
355 360 365 

Gin Leu Asp Glu Glu Asp Pro Cys Phe Glu Phe Arg Gin Gin Gin Leu 
370 375 380 

Thr Val His Arg Val His Val Thr Phe Leu Pro His Glu Pro Pro Pro 
385 390 395 400 

Pro Arg Pro His Asp Val Thr Leu Val Ala Gin Leu Ser Met Asp Arg 
405 410 415 

Leu Gin Met Leu Glu Ala Leu Cys Arg His Trp Pro Gly Pro Met Ser 
420 425 430 

Leu Ala Leu Tyr Leu Thr Asp Ala Glu Ala Gin Gin Phe Leu His Phe 
435 440 445 

Val Glu Ala Ser Pro Val Leu Ala Ala Arg Gin Asp Val Ala Tyr His 
450 455 460 

Val Val Tyr Arg Glu Gly Pro Leu Tyr Pro Val Asn Gin Leu Arg Asn 
465 470 475 480 

Val Ala Leu Ala Gin Ala Leu Thr Pro Tyr Val Phe Leu Ser Asp lie 
485 490 495 

Asp Phe Leu Pro Ala Tyr Ser Leu Tyr Asp Tyr Leu Arg Ala Ser lie 
500 505 510 
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Glu Gin Leu Gly Leu Gly Ser Arg Arg Lys Ala Ala Leu Val Val Pro 
515 520 525 

Ala Phe Glu Thr Leu Arg Tyr Arg Phe Ser Phe Pro His Ser Lys Val 
530 535 540 

Glu Leu Leu Ala Leu Leu Asp Ala Gly Thr Leu Tyr Thr Phe Arg Tyr 
545 550 555 560 

His Glu Trp Pro Arg Gly His Ala Pro Thr Asp Tyr Ala Arg Trp Arg 
565 570 575 

Glu Ala Gin Ala Pro Tyr Arg Val Gin Trp Ala Ala Asn Tyr Glu Pro 
580 585 590 

Tyr Val Val Val Pro Arg Asp Cys Pro Arg Tyr Asp Pro Arg Phe Val 
595 600 605 

Gly Phe Gly Trp Asn Lys Val Ala His lie Val Glu Leu Asp Ala Gin 
610 ' 615 620 

Glu Tyr Glu Leu Leu Val Leu Pro Glu Ala Phe Thr lie His Leu Pro 
625 630 635 640 

His Ala Pro Ser Leu Asp lie Ser Arg Phe Arg Ser Ser Pro Thr Tyr 
645 650 655 

Arg Asp Cys Leu Gin Ala Leu Lys Asp Glu Phe His Gin Asp Leu Ser 
660 665 670 

Arg His His Gly Ala Ala Ala Leu Lys Tyr Leu Pro Ala Leu Gin Gin 
675 680 685 

Pro Gin Ser Pro Ala Arg Gly 
690 695 



<210> 15 

<211> 579 

<212> DNA 

<213> Homo sapiens 

<400> 15 

tatggaataa agaaccatga cggagtccca 
gagaggtttc atcctaccat gtaactctgc 
tggggacagc aaagtctgag gactctggtt 
gccatgggat aaggcctctg cacagctcta 
ctctttgtgc tctcacaccc ccacagccct 
tgcaagatgt ctaatgccag tcattcacag 
ctaggtgact ccacatgagg tgtcatgcta 
cccgtgaccc atgctgtgga cttcatgttc 
aatgactgta ctaggccggg cgcactggct 
ccgaggcagg tggatcacga ggccaggcgt 



tgcgcagcca gagaagagac caccacccga 60 
ttacagccta cttgcttctc accggcgtgc 120 
ggtgtgggcc tgtgtgcaag gagagcagtg 180 
gaagcttcaa tcccatttcc acccatacat 240 
tctggaataa gaccatcaca gcacagggtt 300 
ggcagctcag accctggcct gcggtgcata 360 
gatcctgcag ggagaataag cacacacagg 420 
taggaggtag agggagacag acaagaatca 480 
cacgcctgta atcccagcac tttggggagg 540 
tcgagacca 579 



<210> 16 
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<400> 16 
000 



<210> 17 

<211> 656 

<212> DNA 

<213> Homo sapiens 

<400> 17 

atgaccatgc atccatttac agtaaaggga ttgcctacat ctcagacaac acttcatgta 60 
aagtacacaa atcaaggaaa cagcttcatc actgatgtta cctttaatct aacaagatct 120 
ctataaaaca agaaaacctc tacgtacaga tcttttaaaa ttaaagcagg catctttgct 180 
gatccacctc tataagttgc aggttgagta tctcttatct gaaatgctag agaccagaag 240 
tgtttcaggt ttcagatatt tagattttgg aatatttgca tatacacgag atatccaggg 300 
gaagagaccc aagtctaaac atgaaattca tttatgtttc atatacacct catatatata 360 
tagcctgaag gtaattttat acagtattta taatttgtcc aaggaacaaa gttttgactg 420 
tgttttgact atgactcgtc atgtgaagtc atatgtggaa ttttccactt gtggcatcac 480 
acaggcactc aaaaagcttc agatttggga gcatattgga t'ttcgcatat tcagattagg 540 
gatgctcaac ccatactcag tttaccagta aaaaaacata atgtttgcaa ttactcctcc 600 
ttttaaatat ataattattt ttggtatggg ggaaaagagt gagaacttta tttcac 656 



<210> 18 

<400> 18 
000 

<210> 19 

<211> 164 

<212> DNA 

<213> Homo sapiens 

<400> 19 

taaaaataca aaaaattagc cgggcgtagt ggcgggcgcc tgtagtccca gctacttggg 60 
aggctgaggc aggagaatgg cgtgaacccg ggaggcagag cttgcagtga gccgagatcc 120 
cgccactgca ctccagcctg ggcgacagag cgagactccg tctc 164 



<210> 20 

<400> 20 
000 

<210> 21 

<211> 164 

<212> DNA 

<213> Homo sapiens 

<400> 21 

taaaaataca aaaaattagc cgggcgtagt ggcgggcgcc tgtagtccca gctacttggg 60 
aggctgaggc aggagaatgg cgtgaacccg ggaggcagag cttgcagtga gccgagatcc 120 
cgccactgca ctccagcctg ggcgacagag cgagactccg tctc 164 



<210> 22 
<400> 22 
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000 



<210> 23 
<211> 454 
<212> PRT 

<213> Homo sapiens 
<400> 23 

His Phe His Leu lie Ala Asp Ser lie Ala Glu Gin lie Leu Ala Thr 
15 10 15 

Leu Phe Gin Thr Trp Met Val Pro Ala Val Arg Val Asp Phe Tyr Asn 
20 25 30 

Ala Asp Glu Leu Lys Ser Glu Val Ser Trp lie Pro Asn Lys His Tyr 
35 40 45 

Ser Gly lie Tyr Gly Leu Met Lys Leu Val Leu Thr Lys Thr Leu Pro 
50 55 60 

Ala Asn Leu Glu Arg Val lie Val Leu Asp Thr Asp lie Thr Phe Ala 
65 70 75 80 

Thr Asp lie Ala Glu Leu Trp Ala Val Phe His Lys Phe Lys Gly Gin 
85 90 95 

Gin Val Leu Gly Leu Val Glu Asn Gin Ser Asp Trp Tyr Leu Gly Asn 
100 105 110 

Leu Trp Lys Asn His Arg Pro Trp Pro Ala Leu Gly Arg Gly Tyr Asn 
115 120 125 

Thr Gly Val lie Leu Leu Leu Leu Asp Lys Leu Arg Lys Met Lys Trp 
130 135 140 

Glu Gin Met Trp Arg Leu Thr Ala Glu Arg Glu Leu Met Gly Met Leu 
145 150 155 160 

Ser Thr Ser Leu Ala Asp Gin Asp lie Phe Asn Ala Val lie Lys Gin 
165 170 175 

Asn Pro Phe Leu Val Tyr Gin Leu Pro Cys Phe Trp Asn Val Gin Leu 
180 185 190 

Ser Asp His Thr Arg Ser Glu Gin Cys Tyr Arg Asp Val Ser Asp Leu 
195 200 205 

Lys Val lie His Trp Asn Ser Pro Lys Lys Leu Arg Val Lys Asn Lys 
210 215 220 

His Val Glu Phe Phe Arg Asn Leu Tyr Leu Thr Phe Leu Glu Tyr Asp 
225 230 235 240 

Gly Asn Leu Leu Arg Arg Glu Leu Phe Gly Cys Pro Ser Glu Thr Asp 
245 250 255 



15 



Val Asn Asn Glu Asn Leu Gin Lys Gin Leu Ser Glu Leu Asp Glu Asp 
260 265 270 



Asp Leu Cys Tyr Glu Phe Arg Arg Glu Arg Phe Thr Val His Arg Thr 
275 280 285 

His Leu Tyr Phe Leu His Tyr Glu Phe Glu Pro Ser Ala Asp Asn Thr 
290 295 300 

Asp Val Thr Leu Val Ala Gin Leu Ser Met Asp Arg Leu Gin Met Leu 
305 310 315 320 

Glu Ala lie Cys Lys His Trp Glu Gly Pro lie Ser Leu Ala Leu Tyr 
325 330 335 

Leu Ser Asp Ala Glu Ala Gin Gin Phe Leu Arg Tyr Ala Gin Gly Ser 
340 345 350 

Glu Val Leu Met Ser Arg Gin Asn Val Gly Tyr His lie Val Tyr Lys 
355 360 365 

Glu Gly Gin Phe Tyr Pro Val Asn Leu Leu Arg Asn Val Ala Met Lys 
370 375 380 

His lie Ser Thr Pro Tyr Met Phe Leu Ser Asp lie Asp Phe Leu Pro 
385 390 395 400 

Met Tyr Gly Leu Tyr Glu Tyr Leu Arg Lys Ser Val lie Gin Leu Asp 
405 410 415 

Leu Ala Asn Thr Lys Lys Ala Met lie Val Pro Ala Phe Glu Thr Leu 
420 425 430 

Arg Tyr Arg Leu Ser Phe Pro Lys Ser Lys Ala Glu Leu Leu Ser Met 
435 440 445 

Leu Asp Met Gly Thr Leu 
450 



<210> 24 

<400> 24 
000 



<210> 25 
<211> 584 
<212> PRT 

<213> Homo sapiens 
<400> 25 

His Phe His Leu lie Ala Asp Ser lie Ala Glu Gin lie Leu Ala Thr 
15 10 15 

Leu Phe Gin Thr Trp Met Val Pro Ala Val Arg Val Asp Phe Tyr Asn 
20 25 30 
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Ala Asp Glu Leu Lys Ser Glu Val Ser Trp lie Pro Asn Lys His Tyr 
35 40 45 



Ser Gly lie Tyr Gly Leu Met Lys Leu Val Leu Thr Lys Thr Leu Pro 
50 55 60 

Ala Asn Leu Glu Arg Val lie Val Leu Asp Thr Asp lie Thr Phe Ala 
65 70 75 80 

Thr Asp lie Ala Glu Leu Trp Ala Val Phe His Lys Phe Lys Gly Gin 
85 90 95 

Gin Val Leu Gly Leu Val Glu Asn Gin Ser Asp Trp Tyr Leu Gly Asn 
100 105 110 

Leu Trp Lys Asn His Arg Pro Trp Pro Ala Leu Gly Arg Gly Tyr Asn 
115 120 125 

Thr Gly Val lie Leu Leu Leu Leu Asp Lys Leu Arg Lys Met Lys Trp 
130 135 140 

Glu Gin Met Trp Arg Leu Thr Ala Glu Arg Glu Leu Met Gly Met Leu 
145 150 155 160 

Ser Thr Ser Leu Ala Asp Gin Asp lie Phe Asn Ala Val lie Lys Gin 
165 170 175 

Asn Pro Phe Leu Val Tyr Gin Leu Pro Cys Phe Trp Asn Val Gin Leu 
180 185 190 

Ser Asp His Thr Arg Ser Glu Gin Cys Tyr Arg Asp Val Ser Asp Leu 
195 200 205 

Lys Val lie His Trp Asn Ser Pro Lys Lys Leu Arg Val Lys Asn Lys 
210 215 220 

His Val Glu Phe Phe Arg Asn Leu Tyr Leu Thr Phe Leu Glu Tyr Asp 
225 230 235 240 

Gly Asn Leu Leu Arg Arg Glu Leu Phe Gly Cys Pro Ser Glu Ala Asp 
245 250 255 

Val Asn Ser Glu Asn Leu Gin Lys Gin Leu Ser Glu Leu Asp Glu Asp 
260 265 270 

Asp Leu Cys Tyr Glu Phe Arg Arg Glu Arg Phe Thr Val His Arg Thr 
275 280 285 

His Leu Tyr Phe Leu His Tyr Glu Tyr Glu Pro Ala Ala Asp Ser Thr 
290 295 300 

Asp Val Thr Leu Val Ala Gin Leu Ser Met Asp Arg Leu Gin Met Leu 
305 310 315 320 



Glu Ala lie Cys Lys His Trp Glu Gly Pro lie Ser Leu Ala Leu Tyr 
325 330 335 
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Leu Ser Asp Ala Glu Ala Gin Gin Phe Leu Arg Tyr Ala Gin Gly Ser 
340 345 350 

Glu Val Leu Met Ser Arg His Asn Val Gly Tyr His lie Val Tyr Lys 
355 360 365 

Glu Gly Gin Phe Tyr Pro Val Asn Leu Leu Arg Asn Val Ala Met Lys 
370 375 380 

His lie Ser Thr Pro Tyr Met Phe Leu Ser Asp lie Asp Phe Leu Pro 
385 390 395 400 

Met Tyr Gly Leu Tyr Glu Tyr Leu Arg Lys Ser Val lie Gin Leu Asp 
405 410 415 

Leu Ala Asn Thr Lys Lys Ala Met lie Val Pro Ala Phe Glu Thr Leu 
420 425 430 

Arg Tyr Arg Leu Ser Phe Pro Lys Ser Lys Ala Glu Leu Leu Ser Met 
435 440 445 

Leu Asp Met Gly Thr Leu Phe Thr Phe Arg Tyr His Val Trp Thr Lys 
450 455 460 

Gly His Ala Pro Thr Asn Phe Ala Lys Trp Arg Thr Ala Thr Thr Pro 
465 470 475 480 

Tyr Arg Val Glu Trp Glu Ala Asp Phe Glu Pro Tyr Val Val Val Arg 
485 490 495 

Arg Asp Cys Pro Glu Tyr Asp Arg Arg Phe Val Gly Phe Gly Trp Asn 
500 505 510 

Lys Val Ala His He Met Glu Leu Asp Val Gin Glu Tyr Glu Phe He 
515 520 525 

Val Leu Pro Asn Ala Tyr Met lie His Met Pro His Ala Pro Ser Phe 
530 535 540 

Asp He Thr Lys Phe Arg Ser Asn Lys Gin Tyr Arg He Cys Leu Lys 
545 550 555 560 

Thr Leu Lys Glu Glu Phe Gin Gin Asp Met Ser Arg Arg Tyr Gly Phe 
565 570 575 

Ala Ala Leu Lys Tyr Leu Thr Ala 
580 



<210> 26 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Leu Ser Glu Leu Asp Glu Asp Asp Leu Cys Tyr Glu Phe Arg Arg Glu 
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1 



5 



10 



15 



Arg Phe Thr Val His Arg Thr His Leu Tyr Phe Leu His Tyr Glu Tyr 
20 25 30 

Glu Pro Ala Ala Asp Ser Thr Asp Val Thr Leu Val Ala Gin Leu Ser 
35 40 45 

Met Asp Arg Leu Gin Met Leu Glu Ala lie Cys Lys His Trp Glu Gly 
50 55 60 

Pro lie Ser Leu Ala Leu Tyr Leu Ser Asp Ala Glu Ala Gin Gin Phe 
65 70 75 80 

Leu Arg Tyr Ala Gin Gly Ser Glu Val Leu Met Ser Arg His Asn Val 
85 90 95 

Gly Tyr His lie Val Tyr Lys Glu Gly Gin Phe Tyr Pro Val Asn Leu 
100 105 110 

Leu Arg Asn Val Ala Met Lys His lie Ser Thr Pro Tyr Met Phe Leu 
115 120 125 

Ser Asp lie Asp Phe Leu Pro Met Tyr Gly Leu Tyr Glu Tyr Leu Arg 
130 135 140 

Lys Ser Val lie Gin Leu Asp Leu Ala Asn Thr Lys Lys Ala Met lie 
145 150 155 160 

Val Pro Ala Phe Glu Thr Leu Arg Tyr Arg Leu Ser Phe Pro Lys Ser 
165 170 175 

Lys Ala Glu Leu Leu Ser Met Leu Asp Met Gly Thr Leu 
180 185 



<210> 27 

<400> 27 
000 



<210> 28 

<400> 28 
000 

<210> 29 

<211> 173 

<212> DNA 

<213> Homo sapiens 

<400> 29 

aaaccccgtc tctactaaaa atacaaaaat tagctgggtg tggtggtgcg cgcctataat 60 
cccagctact caggaggctg aggcaggaga atcatttgaa accgggaggc ggaggctgta 120 
gtgagccgag atcgtgccac tgcattccag cctgggcaac agagtgagac tct 173 



19 



i 



<210> 30 

<400> 30 
000 

<210> 31 

<211> 704 

<212> DNA 

<213> Homo sapiens 

<400> 31 

cgctccgtct ggaacggcgc aggtcccagc 

ccatgtccaa ccccagcgcc ccaccaccat 

ctctgccccc tgggggctat gggcagccat 

ctggctaccc gcagcctggc tacggtcacc 

cccacccgat gcccatgaac tacggcccag 

tgagtgatag cttcgggcct ggagagtggg 

gaaaggttta ctccatcatc tccgtgcagc 

tcacctttgt ggaacctgtc agcgcctttg 

cctatgctgt cttcgttgtc acctacctga 

gtttcccatg gaacatcatt ctgctgaccc 

gcaccatttc cagtatgtac caaaccaaag 

tggtatccat ttcagtcacc atcttctgct 



agctggggtt ccccctcagc ccgtgagcag 60 
atgaagaccg caaccccctg tacccaggcc 120 
ctgtcctgcc aggagggtat cctgcctacc 180 
ctgctggcta cccacagccc atgcccccca 240 
gccatggcta tgatggggag gagagagcgg 300 
atgaccggaa agtgcgacac acttttatcc 360 
tgctcatcac tgtggccatc attgctatct 420 
tgaggagaaa tgtggctgtc tactacgtgt 480 
tccttgcctg ctgccaggga cccagacgcc 540 
tttttacttt tgccatgggc ttcatgacgg 600 
ccgtcatcat tgcaatgatc atcactgcgg 660 
ttcagaccaa ggtg 704 



<210> 32 

<400> 32 
000 

<210> 33 

<211> 1006 

<212> DNA 

<213> Homo sapiens 

<400> 33 

tagcattgtg ctctacttcc aatacgttta 

ggccatttgt ttcaccctgt tcctggctta 

gcacaccatc agccccgagg actacatcac 

ctacatcttc acctttgtgc tgcagctgat 

ttttcacccg atcctgggct ctcccttcca 

ctgggcttta ggcccctttc cttccccttg 

gagacaggtg gcctctctgg ctatggatgt 

ggactaactg ttgctcttgg tgggcttggc 

cgccacctac tgtatgacac cacattcttc 

agagcctatt cgatagctag aagggaatat 

gttcccctcc cacctctgtc acaggcttct 

cagcaaagcc agagagcttt gtccccggcc 

cctttggctt ggcatctttt agctcaggaa 

ttgcttcaat cccttcttgt ttcagtgaca 

ggacagataa tagaacgagc aaagtaacct 

tgggcttgct cctggcttgt gacgctataa 

ccccattctt gaaagctgct ggggcctcct 



ctggctccac atgctctatg ctgctctggg 60 
cgacacacag ctggtcctgg ggaaccggaa 120 
tggcgccctg cagatttaca cagacatcat 180 
gggggatcgc aattaaggag caagccccca 240 
agctagaggg ctgggcccta tgactgtggt 300 
agtaacatgc ccagtttcct ttctgtcctg 360 
gtgggtactt ggtggggacg gaggagctag 420 
agggactagg ctgaagatgt gtcttctccc 480 
ctaacagctg gggttgtgag gaatatgaaa 540 
gaaaggtaga agtgacttca aggtcacgag 600 
tgactacgta gttggagcta tttcttcccc 660 
tcctggacac ataggccatt atcctgtatt 720 
ggtagaagag atctgtgccc atgggtctcc 780 
tatgtattgt ttatctgggt tagggatggg 840 
atacaggcca gcatggaaca gcatctcccc 900 
gacagagcag gccacatgtg gccatctgct 960 
tgcaggcttc tggatc 1006 



<210> 34 



20 



<400> 34 
000 

<210> 35 

<211> 928 

<212> DNA 

<213> Homo sapiens 

<400> 35 

gttcctggct tacgacacac agctggtcct 
ggactacatc actggcgccc tgcagattta 
gctgcagctg atgggggatc gcaattaagg 
ctctcccttc caagctagag ggctgggccc 
tccttcccct tgagtaacat gcccagtttc 
ggctatggat gtgtgggtac ttggtgggga 
ggtgggcttg gcagggacta ggctgaagat 
accacattct tcctaacagc tggggttgtg 
agaagggaat atgaaaggta gaagtgactt 
tcacaggctt cttgactacg tagttggagc 
ttgtccccgg cctcctggac acataggcca 
ttagctcagg aaggtagaag agatctgtgc 
gtttcagtga catatgtatt gtttatctgg 
gcaaagtaac ctatacaggc cagcatggaa 
gtgacgctat aagacagagc aggccacatg 
ctggggcctc cttgcaggct tctggatc 



ggggaaccgg aagcacacca tcagccccga 60 
cacagacatc atctacatct tcacctttgt 120 
agcaagcccc cattttcacc cgatcctggg 180 
tatgactgtg gtctgggctt taggcccctt 240 
ctttctgtcc tggagacagg tggcctctct 300 
cggaggagct agggactaac tgttgctctt 360 
gtgtcttctc cccgccacct actgtatgac 420 
aggaatatga aaagagccta ttcgatagct 480 
caaggtcacg aggttcccct cccacctctg 540 
tatttcttcc cccagcaaag ccagagagct 600 
ttatcctgta ttcctttggc ttggcatctt 660 
ccatgggtct ccttgcttca atcccttctt 720 
gttagggatg ggggacagat aacagaacga 780 
cagcatctcc cctgggcttg ctcctggctt 840 
tggccatctg ctccccattc ttgaaagctg 900 

928 



<210> 36 

<400> 36 
000 

<210> 37 

<211> 1006 

<212> DNA 

<213> Homo sapiens 

<400> 37 

tagcattgtg ctctacttcc aatacgttta 
ggccatttgt ttcaccctgt tcctggctta 
gcacaccatc agccccgagg actacatcac 
ctacatcttc acctttgtgc tgcagctgat 
ttttcacccg atcctgggct ctcccttcca 
ctgggcttta ggcccctttc cttccccttg 
gagacaggtg gcctctctgg ctatggatgt 
ggactaactg ttgctcttgg tgggcttggc 
cgccacctac tgtatgacac cacattcttc 
agagcctatt cgatagctag aagggaatat 
gttcccctcc cacctctgtc acaggcttct 
cagcaaagcc agagagcttt gtccccggcc 
cctttggctt ggcatctttt agctcaggaa 
ttgcttcaat cccttcttgt ttcagtgaca 
ggacagataa tagaacgagc aaagtaacct 
tgggcttgct cctggcttgt gacgctataa 
ccccattctt gaaagctgct ggggcctcct 



ctggctccac atgctctatg ctgctctggg 60 
cgacacacag ctggtcctgg ggaaccggaa 120 
tggcgccctg cagatttaca cagacatcat 180 
gggggatcgc aattaaggag caagccccca 240 
agctagaggg ctgggcccta tgactgtggt 300 
agtaacatgc ccagtttcct ttctgtcctg 360 
gtgggtactt ggtggggacg gaggagctag 420 
agggactagg ctgaagatgt gtcttctccc 480 
ctaacagctg gggttgtgag gaatatgaaa 540 
gaaaggtaga agtgacttca aggtcacgag 600 
tgactacgta gttggagcta tttcttcccc 660 
tcctggacac ataggccatt atcctgtatt 720 
ggtagaagag atctgtgccc atgggtctcc 780 
tatgtattgt ttatctgggt tagggatggg 840 
atacaggcca gcatggaaca gcatctcccc 900 
gacagagcag gccacatgtg gccatctgct 960 
tgcaggcttc tggatc 1006 
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i 



<210> 38 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Leu Ser lie Val Leu Tyr Phe Gin Tyr Val Tyr Trp Leu His Met Leu 
15 10 15 

Tyr Ala Ala Leu Gly Ala lie Cys Phe Thr Leu Phe Leu Ala Tyr Asp 
20 25 30 

Thr Gin Leu Val Leu Gly Asn Arg Lys His Thr lie Ser Pro Glu Asp 
35 40 45 

Tyr lie Thr Gly Ala Leu Gin lie Tyr Thr Asp lie lie Tyr lie Phe 
50 55 60 

Thr Phe Val Leu Gin Leu Met Gly 
65 70 



<210> 39 
<211> 72 
<212> PRT 

<213> Rattus rattus 
<400> 39 

Leu Ala lie Leu Leu Pro Phe Gin Tyr Val Pro Trp Leu His Ala Val 
15 10 15 

Tyr Ala Val Leu Gly Ala Gly Val Phe Thr Leu Phe Leu Ala Phe Asp 
20 25 30 

Thr Gin Leu Leu Met Gly Asn Arg Arg His Ser Leu Ser Pro Glu Glu 
35 40 45 

Tyr lie Phe Gly Ala Leu Asn lie Tyr Leu Asp lie lie Tyr lie Phe 
50 55 60 

Thr Phe Phe Leu Gin Leu Phe Gly 
65 70 



<210> 40 

<400> 40 
000 

<210> 41 
<211> 549 
<212> DNA 

<213> Homo sapiens 
<400> 41 

agtacgcaga cccagtagct gacctgctgg acaaatgggg ggccttccgg gcccggctgt 60 
ttcgagagtc ctgcgtcttc caccggggga actacgtgaa ggacctgagc cggttgggtc 120 
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gagacctgcg gcgggtgctc atcctggaca 
acaatgctgt gagtgcgggc tggactggga 
tcagtccatt caggccacct tggcctcttg 
agtccttcct gcattcattg cctgtgcctg 
agccatatgg tcttttcccc tcgcacaaag 
cagggcaacg gagtttggaa agtttcaatt 
gcccacagaa ttaatttagt gggttctgat 
aaaatatcc 



attcacctgc ctcctatgtc ttccatccag 180 
ctgggacagg agctgagacc caggaagggg 240 
gatccccagt tggggggtgg gtgccctccc 300 
ccgcccactc ccctcatcca cctgccctgt 360 
cagagcatct gccatgcaca ggggccccca 420 
tttcgaattg ccagttgtga cctactgatg 480 
tgggaatttt aacaaaatga aatagaatag 540 

549 



<210> 42 

<211> 549 

<212> DNA 

<213> Homo sapiens 

<400> 42 

agtacgcaga cccagtagct gacctgctgg 
ttcgagagtc ctgcgtcttc caccggggga 
gagacctgcg gcgggtgctc atcctggaca 
acaatgctgt gagtgcgggc tggactggga 
tcagtccatt caggccacct tggcctcttg 
agtccttcct gcattcattg cctgtgcctg 
agccatatgg tcttttcccc tcgcacaaag 
cagggcaacg gagtttggaa agtttcaatt 
gcccacagaa ttaatttagt gggttctgat 
aaaatatcc 



acaaatgggg ggccttccgg gcccggctgt 60 
actacgtgaa ggacctgagc cggttgggtc 120 
attcacctgc ctcctatgtc ttccatccag 180 
ctgggacagg agctgagacc caggaagggg 240 
gatccccagt tggggggtgg gtgccctccc 300 
ccgcccactc ccctcatcca cctgccctgt 360 
cagagcatct gccatgcaca ggggccccca 420 
tttcgaattg ccagttgtga cctactgatg 480 
tgggaatttt aacaaaatga aatagaatag 540 

549 



<210> 43 

<400> 43 
000 



<210> 44 

<211> 376 

<212> DNA 

<213> Homo sapiens 



<400> 44 

tcgacctgga cgagaccctg gtgcacagct 
tcatccctgt ggagattgat ggggtggtcc 
tggatgagtt cctgcagcga atgggcgagc 
tcgccaagta cgcagaccca gtagctgacc 
ggctgtttcg agagtcctgc gtcttccacc 
tgggtcgaga cctgcggcgg gtgctcatcc 
atccagacaa tgctgt 



ccttcaagcc agtgaacaac gcggacttca 60 
accaggtcta cgtgttgaag cgtcctcacg 120 
tctttgaatg tgtgctgttc actgctagcc 180 
tgctggacaa atggggggcc ttccgggccc 240 
gggggaacta cgtgaaggac ctgagccggt 300 
tggacaattc acctgcctcc tatgtcttcc 360 

376 



<210> 45 

<400> 45 
000 

<210> 46 
<211> 157 
<212> DNA 
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<213> Homo sapiens 



<400> 46 

tctggaatgt gcagctgtca gaccacaccc 
atctaaaggt cattcactgg aactccccca 
agttttttcg caacctctac ctgaccttcc 



gctccgagca gtgctacaga gacgtgtctg 60 
agaagctccg ggtgaagaac aagcatgtgg 120 
tggagta 157 



<210> 47 

<400> 47 
000 

<210> 48 

<211> 619 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Lys Cys Glu Thr lie His Val Ala lie Val Cys Ala Gly Tyr Asn Ala 
15 10 15 

Ser Arg Asp Val Val Thr Leu Val Lys Ser Val Leu Phe His Arg Arg 
20 25 30 

Asn Pro Leu His Phe His Leu lie Ala Asp Ser lie Ala Glu Gin lie 
35 40 45 

Leu Ala Thr Leu Phe Gin Thr Trp Met Val Pro Ala Val Arg Val Asp 
50 55 60 

Phe Tyr Asn Ala Asp Glu Leu Lys Ser Glu Val Ser Trp lie Pro Asn 
65 70 75 80 

Lys His Tyr Ser Gly lie Tyr Gly Leu Met Lys Leu Val Leu Thr Lys 
85 90 95 

Thr Leu Pro Ala Asn Leu Glu Arg Val lie Val Leu Asp Thr Asp lie 
100 105 110 

Thr Phe Ala Thr Asp lie Ala Glu Leu Trp Ala Val Phe His Lys Phe 
115 120 125 

Lys Gly Gin Gin Val Leu Gly Leu Val Glu Asn Gin Ser Asp Trp Tyr 
130 135 140 

Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp Pro Ala Leu Gly Arg 
145 150 155 160 

Gly Tyr Asn Thr Gly Val lie Leu Leu Leu Leu Asp Lys Leu Arg Lys 
165 170 175 

Met Lys Trp Glu Gin Met Trp Arg Leu Thr Ala Glu Arg Glu Leu Met 
180 185 190 

Gly Met Leu Ser Thr Ser Leu Ala Asp Gin Asp lie Phe Asn Ala Val 
195 200 205 



24 



lie Lys Gin Asn Pro Phe Leu Val Tyr Gin Leu Pro Cys Phe Trp Asn 
210 215 220 

Val Gin Leu Ser Asp His Thr Arg Ser Glu Gin Cys Tyr Arg Asp Val 
225 230 235 240 

Ser Asp Leu Lys Val lie His Trp Asn Ser Pro Lys Lys Leu Arg Val 
245 250 255 

Lys Asn Lys His Val Glu Phe Phe Arg Asn Leu Tyr Leu Thr Phe Leu 
260 265 270 

Glu Tyr Asp Gly Asn Leu Leu Arg Arg Glu Leu Phe Gly Cys Pro Ser 
275 280 285 

Glu Ala Asp Val Asn Ser Glu Asn Leu Gin Lys Gin Leu Ser Glu Leu 
290 295 300 

Asp Glu Asp Asp Leu Cys Tyr Glu Phe Arg Arg Glu Arg Phe Thr Val 
305 310 315 320 

His Arg Thr His Leu Tyr Phe Leu His Tyr Glu Tyr Glu Pro Ala Ala 
325 330 335 

Asp Ser Thr Asp Val Thr Leu Val Ala Gin Leu Ser Met Asp Arg Leu 
340 345 350 

Gin Met Leu Glu Ala lie Cys Lys His Trp Glu Gly Pro lie Ser Leu 
355 360 365 

Ala Leu Tyr Leu Ser Asp Ala Glu Ala Gin Gin Phe Leu Arg Tyr Ala 
370 375 380 

Gin Gly Ser Glu Val Leu Met Ser Arg His Asn Val Gly Tyr His lie 
385 390 395 400 

Val Tyr Lys Glu Gly Gin Phe Tyr Pro Val Asn Leu Leu Arg Asn Val 
405 410 415 

Ala Met Lys His lie Ser Thr Pro Tyr Met Phe Leu Ser Asp lie Asp 
420 425 430 

Phe Leu Pro Met Tyr Gly Leu Tyr Glu Tyr Leu Arg Lys Ser Val lie 
435 440 445 

Gin Leu Asp Leu Ala Asn Thr Lys Lys Ala Met lie Val Pro Ala Phe 
450 455 460 

Glu Thr Leu Arg Tyr Arg Leu Ser Phe Pro Lys Ser Lys Ala Glu Leu 
465 470 475 480 

Leu Ser Met Leu Asp Met Gly Thr Leu Phe Thr Phe Arg Tyr His Val 
485 490 495 

Trp Thr Lys Gly His Ala Pro Thr Asn Phe Ala Lys Trp Arg Thr Ala 
500 505 510 
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Thr Thr Pro Tyr Arg Val Glu Trp Glu Ala Asp Phe Glu Pro Tyr Val 
515 520 525 

Val Val Arg Arg Asp Cys Pro Glu Tyr Asp Arg Arg Phe Val Gly Phe 
530 535 540 

Gly Trp Asn Lys Val Ala His He Met Glu Leu Asp Val Gin Glu Tyr 
545 550 555 560 

Glu Phe He Val Leu Pro Asn Ala Tyr Met He His Met Pro His Ala 
565 570 575 

Pro Ser Phe Asp He Thr Lys Phe Arg Ser Asn Lys Gin Tyr Arg He 
580 585 590 

Cys Leu Lys Thr Leu Lys Glu Glu Phe Gin Gin Asp Met Ser Arg Arg 
595 600 605 

Tyr Gly Phe Ala Ala Leu Lys Tyr Leu Thr Ala 
610 615 



<210> 49 

<400> 49 
000 

<210> 50 
<211> 230 
<212> PRT 

<213> Helicobacter pylori 
<400> 50 

Phe Leu Asn Leu Glu Glu Asn Asp Glu Asn Tyr Phe Tyr Gly Val Leu 
15 10 15 

Glu Val Glu Lys His His Met Met Glu Gly Phe Leu Phe Cys Asn Leu 
20 25 30 

Asp Tyr Gin Arg Lys Lys Asn Phe Thr Leu Arg Met His Glu Leu Leu 
35 40 45 

Arg Gly Asn Glu Ala Lys Gly Glu Leu Asp Phe Thr Lys Trp Cys Trp 
50 55 60 

Pro Asn Met Lys Ala Leu Gly He Glu Tyr Cys Val Phe Pro Tyr Tyr 
65 70 75 80 

Tyr Thr He Lys Asp Phe Ser Asn Ala Tyr Leu Asn Glu Asn Tyr Lys 
85 90 95 

Lys Thr He Leu Glu Ala Arg Glu Asn Pro Thr He He His Tyr Asp 
100 105 110 

Ala Trp Trp Gly Ala Val Lys Pro Trp Asp Tyr Pro Phe Gly Leu Lys 
115 120 125 
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Ala Asp Leu Trp Leu Asn Ala Leu Ala Lys Thr Pro Phe Met Ser Asp 
130 135 140 

Trp lie Asp Ser lie Ala Arg Val Glu lie Gly Ser Glu Lys Trp His 
145 150 155 160 

Arg Tyr His Ser lie Val Ala Tyr His Tyr Tyr Phe Pro Leu Trp Lys 
165 170 175 

Thr Glu Glu Gin lie Ala His Asp Ala Leu Lys Thr Phe Leu Asp His 
180 185 190 

Tyr Phe Ser Cys lie His Ala Ala lie Lys Gin Glu Asn Leu Gly Met 
195 200 205 

Phe Leu Asn His Tyr Phe Ser His Ala His Ala Glu lie Lys Glu Asn 
210 215 220 

Ser Leu Glu Met Phe Leu 
225 230 



<210> 51 
<211> 756 
<212> PRT 

<213> Homo sapiens 
<400> 51 

Met Leu Gly lie Cys Arg Gly Arg Arg Lys Phe Leu Ala Ala Ser Leu 
15 10 15 

Ser Leu Leu Cys lie Pro Ala lie Thr Trp lie Tyr Leu Phe Ser Gly 
20 25 30 

Ser Phe Glu Asp Gly Lys Pro Val Ser Leu Ser Pro Leu Glu Ser Gin 
35 40 45 

Ala His Ser Pro Arg Tyr Thr Ala Ser Ser Gin Arg Glu Arg Glu Ser 
50 55 60 

Leu Glu Val Arg Met Arg Glu Val Glu Glu Glu Asn Arg Ala Leu Arg 
65 70 75 80 

Arg Gin Leu Ser Leu Ala Gin Gly Arg Ala Pro Ser His Arg Arg Gly 
85 90 95 

Asn His Ser Lys Thr Tyr Ser Met Glu Glu Gly Thr Gly Asp Ser Glu 
100 105 110 

Asn Leu Arg Ala Gly lie Val Ala Gly Asn Ser Ser Glu Cys Gly Gin 
115 120 125 

Gin Pro Val Val Glu Lys Cys Glu Thr He His Val Ala He Val Cys 
130 135 140 

Ala Gly Tyr Asn Ala Ser Arg Asp Val Val Thr Leu Val Lys Ser Val 
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145 150 155 160 

Leu Phe His Arg Arg Asn Pro Leu His Phe His Leu lie Ala Asp Ser 
165 170 175 

lie Ala Glu Gin lie Leu Ala Thr Leu Phe Gin Thr Trp Met Val Pro 
180 185 190 

Ala Val Arg Val Asp Phe Tyr Asn Ala Asp Glu Leu Lys Ser Glu Val 
195 200 205 

Ser Trp lie Pro Asn Lys His Tyr Ser Gly lie Tyr Gly Leu Met Lys 
210 215 220 

Leu Val Leu Thr Lys Thr Leu Pro Ala Asn Leu Glu Arg Val lie Val 
225 230 235 240 

Leu Asp Thr Asp lie Thr Phe Ala Thr Asp lie Ala Glu Leu Trp Ala 
245 250 255 

Val Phe His Lys Phe Lys Gly Gin Gin Val Leu Gly Leu Val Glu Asn 
260 265 270 

Gin Ser Asp Trp Tyr Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp 
275 280 285 

Pro Ala Leu Gly His Gly Tyr Asn Thr Gly Val lie Leu Leu Leu Leu 
290 295 300 

Asp Lys Leu Arg Lys Met Lys Trp Glu Gin Met Trp Arg Leu Thr Ala 
305 310 315 320 

Glu Arg Glu Leu Met Gly Met Leu Ser Thr Ser Leu Ala Asp Gin Asp 
325 330 335 

lie Phe Asn Ala Val lie Lys Gin Asn Pro Phe Leu Val Tyr Gin Leu 
340 345 350 

Pro Cys Phe Trp Asn Val Gin Leu Ser Asp His Thr Arg Ser Glu Gin 
355 360 365 

Cys Tyr Arg Asp Val Ser Asp Leu Lys Val lie His Trp Asn Ser Pro 
370 375 380 

Lys Lys Leu Arg Val Lys Asn Lys His Val Glu Phe Phe Arg Asn Leu 
385 390 395 400 

Tyr Leu Thr Phe Leu Glu Tyr Asp Gly Asn Leu lie Arg Arg Glu Leu 
405 410 415 

Phe Gly Cys Pro Ser Glu Ala Asp Val Asn Ser Glu Asn Leu Gin Lys 
420 425 430 

Gin Leu Ser Glu Leu Asp Glu Asp Asp Leu Cys Tyr Glu Phe Arg Arg 
435 440 445 

Glu Arg Phe Thr Val His Arg Thr His Leu Tyr Phe Leu His Tyr Glu 
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450 455 460 

Tyr Glu Pro Ala Ala Asp Ser Thr Asp Val Thr Leu Val Ala Gin Leu 
465 470 475 480 

Ser Met Asp Arg Leu Gin Met Leu Glu Ala lie Cys Lys His Trp Glu 
485 490 495 

Gly Pro lie Ser Leu Ala Leu Tyr Leu Ser Asp Ala Glu Ala Gin Gin 
500 505 510 

Phe Leu Arg Tyr Ala Gin Gly Ser Glu Val Leu Met Ser Arg His Asn 
515 520 525 

Val Gly Tyr His lie Val Tyr Lys Glu Gly Gin Phe Tyr Pro Val Asn 
530 535 540 

Leu Leu Arg Asn Val Ala Met Lys His lie Ser Thr Pro Tyr Met Phe 
545 550 555 560 

Leu Ser Asp lie Asp Phe Leu Pro Met Tyr Gly Leu Tyr Glu Tyr Leu 
565 570 575 

Arg Lys Ser Val lie Gin Leu Asp Leu Ala Asn Thr Lys Lys Ala Met 
580 585 590 

lie Val Pro Ala Phe Glu Thr Leu Arg Tyr Arg Leu Ser Phe Pro Lys 
595 600 605 

Ser Lys Ala Glu Leu Leu Ser Met Leu Asp Met Gly Thr Leu Phe Thr 
610 615 620 

Phe Arg Tyr His Val Trp Thr Lys Gly His Ala Pro Thr Asn Phe Ala 
625 630 635 640 

Lys Trp Arg Thr Ala Thr Thr Pro Tyr Arg Val Glu Trp Glu Ala Asp 
645 650 655 

Phe Glu Pro Tyr Val Val Val Arg Arg Asp Cys Pro Glu Tyr Asp Arg 
660 665 670 

Arg Phe Val Gly Phe Gly Trp Asn Lys Val Ala His lie Met Glu Leu 
675 680 685 

Asp Val Gin Glu Tyr Glu Phe lie Val Leu Pro Asn Ala Tyr Met lie 
690 695 700 

His Met Pro His Ala Pro Ser Phe Asp lie Thr Lys Phe Arg Ser Asn 
705 710 715 720 

Lys Gin Tyr Arg lie Cys Leu Lys Thr Leu Lys Glu Glu Phe Gin Gin 
725 730 735 

Asp Met Ser Arg Arg Tyr Gly Phe Ala Ala Leu Lys Tyr Leu Thr Ala 
740 745 750 

Glu Asn Asn Ser 
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755 



<210> 52 

<211> 761 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Ala Thr Ser Glu Arg Met Leu Gly lie Cys Arg Gly Arg Arg Lys Phe 
15 10 15 

Leu Ala Ala Ser Leu Ser Leu Leu Cys lie Pro Ala lie Thr Trp lie 
20 25 30 

Tyr Leu Phe Ser Gly Ser Phe Glu Asp Gly Lys Pro Val Ser Leu Ser 
35 40 45 

Pro Leu Glu Ser Gin Ala His Ser Pro Arg Tyr Thr Ala Ser Ser Gin 
50 55 60 

Arg Glu Arg Glu Ser Leu Glu Val Arg Met Arg Glu Val Glu Glu Glu 
65 70 75 80 

Asn Arg Ala Leu Arg Arg Gin Leu Ser Leu Ala Gin Gly Arg Ala Pro 
85 90 95 

Ser His Arg Arg Gly Asn His Ser Lys Thr Tyr Ser Met Glu Glu Gly 
100 105 110 

Thr Gly Asp Ser Glu Asn Leu Arg Ala Gly lie Val Ala Gly Asn Ser 
115 120 125 

Ser Glu Cys Gly Gin Gin Pro Val Val Glu Lys Cys Glu Thr lie His 
130 135 140 

Val Ala lie Val Cys Ala Gly Tyr Asn Ala Ser Arg Asp Val Val Thr 
145 150 155 160 

Leu Val Lys Ser Val Leu Phe His Arg Arg Asn Pro Leu His Phe His 
165 170 175 

Leu lie Ala Asp Ser lie Ala Glu Gin lie Leu Ala Thr Leu Phe Gin 
180 185 190 

Thr Trp Met Val Pro Ala Val Arg Val Asp Phe Tyr Asn Ala Asp Glu 
195 200 205 

Leu Lys Ser Glu Val Ser Trp lie Pro Asn Lys His Tyr Ser Gly lie 
210 215 220 

Tyr Gly Leu Met Lys Leu Val Leu Thr Lys Thr Leu Pro Ala Asn Leu 
225 230 235 240 

Glu Arg Val lie Val Leu Asp Thr Asp lie Thr Phe Ala Thr Asp lie 
245 250 255 
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Ala Glu Leu Trp Ala Val Phe His Lys Phe Lys Gly Gin Gin Val Leu 
260 265 270 

Gly Leu Val Glu Asn Gin Ser Asp Trp Tyr Leu Gly Asn Leu Trp Lys 
275 280 285 

Asn His Arg Pro Trp Pro Ala Leu Gly Arg Gly Tyr Asn Thr Gly Val 
290 295 300 

lie Leu Leu Leu Leu Asp Lys Leu Arg Lys Met Lys Trp Glu Gin Met 
305 310 315 320 

Trp Arg Leu Thr Ala Glu Arg Glu Leu Met Gly Met Leu Ser Thr Ser 
325 330 335 

Leu Ala Asp Gin Asp lie Phe Asn Ala Val lie Lys Gin Asn Pro Phe 
340 345 350 

Leu Val Tyr Gin Leu Pro Cys Phe Trp Ash Val Gin Leu Ser Asp His 
355 360 365 

Thr Arg Ser Glu Gin Cys Tyr Arg Asp Val Ser Asp Leu Lys Val lie 
370 375 380 

His Trp Asn Ser Pro Lys Lys Leu Arg Val Lys Asn Lys His Val Glu 
385 390 395 400 

Phe Phe Arg Asn Leu Tyr Leu Thr Phe Leu Glu Tyr Asp Gly Asn Leu 
405 410 415 

lie Arg Arg Glu Leu Phe Gly Cys Pro Ser Glu Ala Asp Val Asn Ser 
420 425 430 

Glu Asn Leu Gin Lys Gin Leu Ser Glu Leu Asp Glu Asp Asp Leu Cys 
435 440 445 

Tyr Glu Phe Arg Arg Glu Arg Phe Thr Val His Arg Thr His Leu Tyr 
450 455 460 

Phe Leu His Tyr Glu Tyr Glu Pro Ala Ala Asp Ser Thr Asp Val Thr 
465 470 475 480 

Leu Val Ala Gin Leu Ser Met Asp Arg Leu Gin Met Leu Glu Ala lie 
485 490 495 

Cys Lys His Trp Glu Gly Pro lie Ser Leu Ala Leu Tyr Leu Ser Asp 
500 505 510 

Ala Glu Ala Gin Gin Phe Leu Arg Tyr Ala Gin Gly Ser Glu Val Leu 
515 520 525 

Met Ser Arg His Asn Val Gly Tyr His lie Val Tyr Lys Glu Gly Gin 
530 535 540 



Phe Tyr Pro Val Asn Leu Leu Arg Asn Val Ala Met Lys His He Ser 
545 550 555 560 
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Thr Pro Tyr Met Phe Leu Ser Asp lie Asp Phe Leu Pro Met Tyr Gly 
565 570 575 



Leu Val Glu Tyr Leu Arg Lys Ser Val lie Gin Leu Asp Leu Ala Asn 
580 585 590 

Thr Lys Lys Ala Met lie Val Pro Ala Phe Glu Thr Leu Arg Tyr Arg 
595 600 605 

Leu Ser Phe Pro Lys Ser Lys Ala Glu Leu Leu Ser Met Leu Asp Met 
610 615 620 

Gly Thr Leu Phe Thr Phe Arg Tyr His Val Trp Thr Lys Gly His Ala 
625 630 635 640 

Pro Thr Asn Phe Ala Lys Trp Arg Thr Ala Thr Thr Pro Tyr Arg Val 
645 650 655 

Glu Trp Glu Ala Asp Phe Glu Pro Tyr Val Val Val Arg Arg Asp Cys 
660 665 670 

Pro Glu Tyr Asp Arg Arg Phe Val Gly Phe Gly Trp Asn Lys Val Ala 
675 680 685 

His lie Met Glu Leu Asp Val Gin Glu Tyr Glu Phe lie Val Leu Pro 
690 695 700 

Asn Ala Tyr Met lie His Met Pro His Ala Pro Ser Phe Asp lie Thr 
705 710 715 720 

Lys Phe Arg Ser Asn Lys Gin Tyr Arg lie Cys Leu Lys Thr Leu Lys 
725 730 735 

Glu Glu Phe Gin Gin Asp Met Ser Arg Arg Tyr Gly Phe Ala Ala Leu 
740 745 750 

Lys Tyr Leu Thr Ala Glu Asn Asn Ser 
755 760 



<210> 53 

<211> 756 

<212> PRT 

<213> Mus musculus 

<400> 53 

Met Leu Gly lie Cys Arg Gly Arg Arg Lys Phe Leu Ala Ala Ser Leu 
15 10 15 

Thr Leu Leu Cys lie Pro Ala lie Thr Trp lie Tyr Leu Phe Ala Gly 
20 25 30 

Ser Phe Glu Asp Gly Lys Pro Val Ser Leu Ser Pro Leu Glu Ser Gin 
35 40 45 

Ala His Ser Pro Arg Tyr Thr Ala Ser Ser Gin Arg Glu Arg Glu Ser 
50 55 60 
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Leu Glu Val Arg Val Arg Glu Val Glu Glu Glu Asn Arg Ala Leu Arg 
65 70 75 80 

Arg Gin Leu Ser Leu Ala Gin Gly Gin Ser Pro Ala His His Arg Gly 
85 90 95 

Asn His Ser Lys Thr Tyr Ser Met Glu Glu Gly Thr Gly Asp Ser Glu 
100 105 110 

Asn Leu Arg Ala Gly lie Val Ala Gly Asn Ser Ser Glu Cys Gly Gin 
115 120 125 

Gin Pro Ala Val Glu Lys Cys Glu Thr He His Val Ala He Val Cys 
130 135 140 

Ala Gly Tyr Asn Ala Ser Arg Asp Val Val Thr Leu Val Lys Ser Val 
145 150 155 160 

Leu Phe His Arg Arg Asn Pro Leu His Phe His Leu He Ala Asp Ser 
165 170 175 

lie Ala Glu Gin He Leu Ala Thr Leu Phe Gin Thr Trp Met Val Pro 
180 185 190 

Ala Val Arg Val Asp Phe Tyr Asn Ala Asp Glu Leu Lys Ser Glu Val 
195 200 205 

Ser Trp He Pro Asn Lys His Tyr Ser Gly He Tyr Gly Leu Met Lys 
210 215 220 

Leu Val Leu Thr Lys Thr Leu Pro Ala Asn Leu Glu Arg Val He Val 
225 230 235 240 

Leu Asp Thr Asp He Thr Phe Ala Thr Asp He Ala Glu Leu Trp Ala 
245 250 255 

Val Phe His Lys Phe Lys Gly Gin Gin Val Leu Gly Leu Val Glu Asn 
260 265 270 

Gin Ser Asp Trp Tyr Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp 
275 280 285 

Pro Ala Leu Gly Arg Gly Tyr Asn Thr Gly Val He Leu Leu Leu Leu 
290 295 300 

Asp Lys Leu Arg Lys Met Lys Trp Glu Gin Met Trp Arg Leu Thr Ala 
305 310 315 320 

Glu Arg Glu Leu Met Gly Met Leu Ser Thr Ser Leu Ala Asp Gin Asp 
325 330 335 

He Phe Asn Ala Val He Lys Gin Asn Pro Phe Leu Val Tyr Gin Leu 
340 345 350 

Pro Cys Phe Trp Asn Val Gin Leu Ser Asp His Thr Arg Ser Glu Gin 
355 360 365 
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Cys Tyr Arg Asp Val Ser Asp Leu Lys Val lie His Trp Asn Ser Pro 
370 375 380 



Lys Lys Leu Arg Val Lys Asn Lys His Val Glu Phe Phe Arg Asn Leu 
385 390 395 400 

Tyr Leu Thr Phe Leu Glu Tyr Asp Gly Asn Leu lie Arg Arg Glu Leu 
405 410 415 

Phe Gly Cys Pro Ser Glu Thr Asp Val Asn Asn Glu Asn Leu Gin Lys 
420 425 430 

Gin Leu Ser Glu Leu Asp Glu Asp Asp Leu Cys Tyr Glu Phe Arg Arg 
435 440 445 

Glu Arg Phe Thr Val His Arg Thr His Leu Tyr Phe Leu His Tyr Glu 
450 455 460 

Phe Glu Pro Ser Ala Asp Asn Thr Asp Val Thr Leu Val Ala Gin Leu 
465 470 475 480 

Ser Met Asp Arg Leu Gin Met Leu Glu Ala lie Cys Lys His Trp Glu 
485 490 495 

Gly Pro lie Ser Leu Ala Leu Tyr Leu Ser Asp Ala Glu Ala Gin Gin 
500 505 510 

Phe Leu Arg Tyr Ala Gin Gly Ser Glu Val Leu Met Ser Arg Gin Asn 
515 520 525 

Val Gly Tyr His lie Val Tyr Lys Glu Gly Gin Phe Tyr Pro Val Asn 
530 535 540 

Leu Leu Arg Asn Val Ala Met Lys His lie Ser Thr Pro Tyr Met Phe 
545 550 555 560 

Leu Ser Asp lie Asp Phe Leu Pro Met Tyr Gly Leu Val Glu Tyr Leu 
565 570 575 

Arg Lys Ser Val lie Gin Leu Asp Leu Ala Asn Thr Lys Lys Ala Met 
580 585 590 

lie Val Pro Ala Phe Glu Thr Leu Arg Tyr Arg Leu Ser Phe Pro Lys 
595 600 605 

Ser Lys Ala Glu Leu Leu Ser Met Leu Asp Met Gly Thr Leu Phe Thr 
610 615 620 

Phe Arg Tyr His Val Trp Thr Lys Gly His Ala Pro Thr Asn Phe Ala 
625 630 635 640 

Lys Trp Arg Thr Ala Thr Thr Pro Tyr Gin Val Glu Trp Glu Ala Asp 
645 650 655 

Phe Glu Pro Tyr Val Val Val Arg Arg Asp Cys Pro Glu Tyr Asp Arg 
660 665 670 
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Arg Phe Val Gly Phe Gly Trp Asn Lys Val Ala His lie Met Glu Leu 
675 680 685 



Asp Ala Gin Glu Tyr Glu Phe Thr Val Leu Pro Asn Ala Tyr Met lie 
690 695 700 

His Met Pro His Ala Pro Ser Phe Asp lie Thr Lys Phe Arg Ser Asn 
705 710 715 720 

Lys Gin Tyr Arg lie Cys Leu Lys Thr Leu Lys Glu Glu Phe Gin Gin 
725 730 735 

Asp Met Ser Arg Arg Tyr Gly Phe Ala Ala Leu Lys Tyr Leu Thr Ala 
740 745 .750 

Glu Asn Asn Ser 
755 



<210> 54 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 54 

tggagaacca gagtgactgg ta 



<210> 55 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 55 

aacctctgga agaaccacag gccct 



<210> 56 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 56 

agcaggatca cacctgtgtt aa 
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<210> 57 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 57 

ggatccgagg actctggttg gtgtgggcct gtgtgc 



<210> 58 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 58 

ctcgaggaca tcttgcaaac cctgtgctgt gatgg 

<210> 59 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 59 

agatctcggg aggctgcgga gagccgccgc cctcgacg 

<210> 60 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 60 

ctcgaggcct cgggcagggc tctggggctg ctgcagg 

<210> 61 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 61 

cacttggtga ctgacgccgt 

<210> 62 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 62 

acggcgtcag tcaccaagtg 

<210> 63 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 63 

cggcaggctg gctgggagc 

<210> 64 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 64 

gctcccagcc agcctgccg 

<210> 65 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 



37 



<400> 65 

gctgcggaga gagctctt 

<210> 66 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 66 

aagagctctc tccgcagc 



<210> 67 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 67 

cgaggcctca ccagtgcttg c 



<210> 68 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 68 

gcaagcactg gtgaggcctc g 

<210> 69 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 69 

gcactctcta caccttcag 
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<210> 70 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : chemically 
synthesized 

<400> 70 

ctgaaggtgt agagagtgc 19 



<210> 71 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 71 

agatctaacc gctccgactg cggcccgcag c 31 

<210> 72 

<211> 1926 

<212> DNA 

<213> Homo sapiens 

<400> 72 

aaccgctccg actgcggccc gcagccgccg ccgccgccca agtgcgagct cttgcatgtg 60 
gccatcgtgt gtgcggggca taactccagc cgagacgtca tcaccctggt gaagtccatg 120 
ctcttctaca ggaaaaatcc actgcacctc cacttggtga ctgacgccgt ggccagaaac 180 
atcctggaga cgctcttcca cacatggatg gtgcctgctg tccgtgtcag cttttatcat 240 
accgaccagc tcaagcccca ggtctcctgg atccccaaca agcactactc cggcctctat 300 
gggctaatga agctggtgct gcccagtgcc ttgcctgctg agctggcccg cgtcattgtc 360 
ctggacacgg atgtcacctt cgcctctgac atctcggagc tctgggccct ctgtgctcac 420 
ttttctgaca cgcaggcgat cggtcttgtg gagaaccaga gtgactggta cctgggcaac 480 
ctctggaaga accacaggcc ctggcctgcc ttgggccggg gatttaacac aggtgtgatc 540 
ctgctgcggc tggaccggct ccggcaggct ggctgggagc agatgtggag gctgacagcc 600 
aggcgggagc tccttagcct gcctgccacc tcactggctg accaggacat cttcaacgct 660 
gtgatcaagg agcacccggg gctagtgcag cgtctgcctt gtgtctggaa tgtgcagctg 720 
tcagatcaca cactggccga gcgctgctac tctgaggcgt ctgacctcaa ggtgatccac 780 
tggaactcac caaagaagct tcgggtgaag aacaagcatg tggaattctt ccgcaatttc 840 
tacctgacct tcctggagta cgatgggaac ctgctgcgga gagagctctt tgtgtgcccc 900 
agccagcccc cacctggtgc tgagcagttg cagcaggccc tggcacaact ggacgaggaa 960 
gacccctgct ttgagttccg gcagcagcag ctcactgtgc accgtgtgca tgtcactttc 1020 
ctgccccatg aaccgccacc cccccggcct cacgatgtca cccttgtggc ccagctgtcc 1080 
atggaccggc tgcagatgtt ggaagccctg tgcaggcact ggcctggccc catgagcctg 1140 
gccttgtacc tgacagacgc agaagctcag cagttcctgc atttcgtcga ggcctcacca 1200 
gtgcttgctg cccggcagga cgtggcctac catgtggtgt accgtgaggg gcccctatac 1260 
cccgtcaacc agcttcgcaa cgtggccttg gcccaggccc tcacgcctta cgtcttcctc 1320 
agtgacattg acttcctgcc tgcctattct ctctacgact acctcagggc ctccattgag 1380 
cagctggggc tgggcagccg gcgcaaggca gcactggtgg tgccggcatt tgagaccctg 1440 
cgctaccgct tcagcttccc ccattccaag gtggagctgt tggccttgct ggatgcgggc 1500 
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actctctaca ccttcaggta ccacgagtgg 
cgctggcggg aggctcaggc cccgtaccgt 
gtggtggtgc cacgagactg tccccgctat 
aaagtggccc acattgtgga gctggatgcc 
gccttcacca tccatctgcc ccacgctcca 
cccacctatc gtgactgcct ccaggccctc 
caccatgggg ctgctgccct caaatacctc 
cgaggc 



ccccgaggcc acgcacccac agactatgcc 1560 
gtgcaatggg cggccaacta tgaaccctac 1620 
gatcctcgct ttgtgggctt cggctggaac 1680 
caggaatatg agctcctggt gctgcccgag 1740 
agcctggaca tctcccgctt ccgctccagc 1800 
aaggacgaat tccaccagga cttgtcccgc 1860 
ccagccctgc agcagcccca gagccctgcc 1920 

1926 



<210> 73 
<211> 642 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Asn Arg Ser Asp Cys Gly Pro Gin Pro Pro Pro Pro Pro Lys Cys Glu 
15 10 15 

Leu Leu His Val Ala lie Val Cys Ala Gly His Asn Ser Ser Arg Asp 
20 25 30 

Val lie Thr Leu Val Lys Ser Met Leu Phe Tyr Arg Lys Asn Pro Leu 
35 40 45 

His Leu His Leu Val Thr Asp Ala Val Ala Arg Asn lie Leu Glu Thr 
50 55 60 

Leu Phe His Thr Trp Met Val Pro Ala Val Arg Val Ser Phe Tyr His 
65 70 75 80 

Thr Asp Gin Leu Lys Pro Gin Val Ser Trp lie Pro Asn Lys His Tyr 
85 90 95 

Ser Gly Leu Tyr Gly Leu Met Lys Leu Val Leu Pro Ser Ala Leu Pro 
100 105 110 

Ala Glu Leu Ala Arg Val lie Val Leu Asp Thr Asp Val Thr Phe Ala 
115 120 125 

Ser Asp lie Ser Glu Leu Trp Ala Leu Cys Ala His Phe Ser Asp Thr 
130 135 140 

Gin Ala lie Gly Leu Val Glu Asn Gin Ser Asp Trp Tyr Leu Gly Asn 
145 150 155 160 

Leu Trp Lys Asn His Arg Pro Trp Pro Ala Leu Gly Arg Gly Phe Asn 
165 170 175 

Thr Gly Val lie Leu Leu Arg Leu Asp Arg Leu Arg Gin Ala Gly Trp 
180 185 190 

Glu Gin Met Trp Arg Leu Thr Ala Arg Arg Glu Leu Leu Ser Leu Pro 
195 200 205 

Ala Thr Ser Leu Ala Asp Gin Asp lie Phe Asn Ala Val lie Lys Glu 
210 215 220 
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His Pro Gly Leu Val Gin Arg Leu Pro Cys Val Trp Asn Val Gin Leu 
225 230 235 240 

Ser Asp His Thr Leu Ala Glu Arg Cys Tyr Ser Glu Ala Ser Asp Leu 
245 250 255 

Lys Val lie His Trp Asn Ser Pro Lys Lys Leu Arg Val Lys Asn Lys 
260 265 270 

His Val Glu Phe Phe Arg Asn Phe Tyr Leu Thr Phe Leu Glu Tyr Asp 
275 280 285 

Gly Asn Leu Leu Arg Arg Glu Leu Phe Val Cys Pro Ser Gin Pro Pro 
290 295 300 

Pro Gly Ala Glu Gin Leu Gin Gin Ala Leu Ala Gin Leu Asp Glu Glu 
305 310 315 320 

Asp Pro Cys Phe Glu Phe Arg Gin Gin Gin Leu Thr Val His Arg Val 
325 330 335 

His Val Thr Phe Leu Pro His Glu Pro Pro Pro Pro Arg Pro His Asp 
340 345 350 

Val Thr Leu Val Ala Gin Leu Ser Met Asp Arg Leu Gin Met Leu Glu 
355 360 365 

Ala Leu Cys Arg His Trp Pro Gly Pro Met Ser Leu Ala Leu Tyr Leu 
370 375 380 

Thr Asp Ala Glu Ala Gin Gin Phe Leu His Phe Val Glu Ala Ser Pro 
385 390 395 400 

Val Leu Ala Ala Arg Gin Asp Val Ala Tyr His Val Val Tyr Arg Glu 
405 410 415 

Gly Pro Leu Tyr Pro Val Asn Gin Leu Arg Asn Val Ala Leu Ala Gin 
420 425 430 

Ala Leu Thr Pro Tyr Val Phe Leu Ser Asp lie Asp Phe Leu Pro Ala 
435 440 445 

Tyr Ser Leu Tyr Asp Tyr Leu Arg Ala Ser lie Glu Gin Leu Gly Leu 
450 455 460 

Gly Ser Arg Arg Lys Ala Ala Leu Val Val Pro Ala Phe Glu Thr Leu 
465 470 475 480 

Arg Tyr Arg Phe Ser Phe Pro His Ser Lys Val Glu Leu Leu Ala Leu 
485 490 495 

Leu Asp Ala Gly Thr Leu Tyr Thr Phe Arg Tyr His Glu Trp Pro Arg 
500 505 510 

Gly His Ala Pro Thr Asp Tyr Ala Arg Trp Arg Glu Ala Gin Ala Pro 
515 520 525 
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Tyr Arg Val Gin Trp Ala Ala Asn Tyr Glu Pro Tyr Val Val Val Pro 
530 535 540 

Arg Asp Cys Pro Arg Tyr Asp Pro Arg Phe Val Gly Phe Gly Trp Asn 
545 550 555 560 

Lys Val Ala His lie Val Glu Leu Asp Ala Gin Glu Tyr Glu Leu Leu 
565 570 575 

Val Leu Pro Glu Ala Phe Thr lie His Leu Pro His Ala Pro Ser Leu 
580 585 590 

Asp lie Ser Arg Phe Arg Ser Ser Pro Thr Tyr Arg Asp Cys Leu Gin 
595 600 605 

Ala Leu Lys Asp Glu Phe His Gin Asp Leu Ser Arg His His Gly Ala 
610 615 620 

Ala Ala Leu Lys Tyr Leu Pro Ala Leu Gin Gin Pro Gin Ser Pro Ala 
625 630 635 640 

Arg Gly 



<210> 74 

<211> 695 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Met Leu Pro Arg Gly Arg Pro Arg Ala Leu Gly Ala Ala Ala Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Gly Phe Leu Leu Phe Gly Gly Asp Leu Gly 
20 25 30 

Arg Glu Ala Ala Glu Ser Arg Arg Pro Arg Arg Asn Pro Gly Gly Pro 
35 40 45 

Ala Pro Gly Thr Thr Thr Ala Pro Thr Ala Ala Arg Ser Arg Arg Arg 
50 55 60 

Pro Pro Lys Cys Glu Leu Leu His Val Ala lie Val Cys Ala Gly His 
65 70 75 80 

Asn Ser Ser Arg Asp Val lie lie Leu Val Lys Ser Met Leu Phe Tyr 
85 90 95 

Arg Lys Asn Pro Leu His Leu His Leu Val Thr Asp Ala Val Ala Arg 
100 105 110 

Asn lie Leu Glu Thr Leu Phe His Thr Trp Met Val Pro Ala Val Arg 
115 120 125 

Val Ser Phe Tyr His Ala Asp Gin Leu Lys Pro Gin Val Ser Trp lie 



42 



130 135 140 

Pro Asn Lys His Tyr Ser Gly Leu Tyr Gly Leu Met Lys Leu Val Leu 
145 150 155 160 

Pro Ser Ala Leu Pro Ala Glu Leu Ala Arg Val lie Val Leu Asp Thr 
165 170 175 

Asp Val Thr Phe Ala Ser Asp lie Ser Glu Leu Trp Ala Leu Phe Ala 
180 185 190 

His Phe Ser Asp Thr Gin Ala lie Gly Leu Val Glu Asn Gin Ser Asp 
195 200 205 

Trp Tyr Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp Pro Ala Leu 
210 215 220 

Gly Arg Gly Phe Asn Thr Gly Val lie Leu Leu Arg Leu Asp Arg Leu 
225 230 235 240 

Arg Gin Ala Gly Trp Glu Gin Met Trp Arg Leu Thr Ala Arg Arg Glu 
245 250 255 

Leu Leu Ser Leu Pro Ala Thr Ser Leu Ala Asp Gin Asp lie Phe Asn 
260 265 270 

Ala Val lie Lys Glu His Pro Gly Leu Val Gin Arg Leu Pro Cys Val 
275 280 285 

Trp Asn Val Gin Leu Ser Asp His Thr Leu Ala Glu Arg Cys Tyr Ser 
290 295 300 

Glu Ala Ser Asp Leu Lys Val lie His Trp Asn Ser Pro Lys Lys Leu 
305 310 315 320 

Arg Val Lys Asn Lys His Val Glu Phe Phe Arg Asn Phe Tyr Leu Thr 
325 330 335 

Phe Leu Glu Tyr Asp Gly Asn Leu Leu Arg Arg Glu Leu Phe Val Cys 
340 345 350 

Pro Ser Gin Pro Pro Pro Gly Ala Glu Gin Leu Gin Gin Ala Leu Ala 
355 360 365 

Gin Leu Asp Glu Glu Asp Pro Cys Phe Glu Phe Arg Gin Gin Gin Leu 
370 375 380 

Thr Val His Arg Val His Val Thr Phe Leu Pro His Glu Pro Pro Pro 
385 390 395 400 

Pro Arg Pro His Asp Val Thr Leu Val Ala Gin Leu Ser Met Asp Arg 
405 410 415 

Leu Gin Met Leu Glu Ala Leu Cys Arg His Trp Pro Gly Pro Met Ser 
420 425 430 

Leu Ala Leu Tyr Leu Thr Asp Ala Glu Ala Gin Gin Phe Leu His Phe 
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435 



440 



445 



Val Glu Ala Ser Pro Val Leu Ala Ala Arg Gin Asp Val Ala Tyr His 
450 455 460 

Val Val Tyr Arg Glu Gly Pro Leu Tyr Pro Val Asn Gin Leu Arg Asn 
465 470 475 480 

Val Ala Leu Ala Gin Ala Leu Thr Pro Tyr Val Phe Leu Ser Asp lie 
485 490 495 

Asp Phe Leu Pro Ala Tyr Ser Leu Tyr Asp Tyr Leu Arg Ala Ser lie 
500 505 510 

Glu Gin Leu Gly Leu Gly Ser Arg Arg Lys Ala Ala Leu Val Val Pro 
515 520 525 

Ala Phe Glu Thr Leu Arg Tyr Arg Phe Ser Phe Pro His Ser Lys Val 
530 535 540 

Glu Leu Leu Ala Leu Leu Asp Ala Gly Thr Leu Tyr Thr Phe Arg Tyr 
545 550 555 560 

His Glu Trp Pro Arg Gly His Ala Pro Thr Asp Tyr Ala Arg Trp Arg 
565 570 575 

Glu Ala Gin Ala Pro Tyr Arg Val Gin Trp Ala Ala Asn Tyr Glu Pro 
580 585 590 

Tyr Val Val Val Pro Arg Asp Cys Pro Arg Tyr Asp Pro Arg Phe Val 
595 600 605 

Gly Phe Gly Trp Asn Lys Val Ala His lie Val Glu Leu Asp Ala Gin 
610 615 620 

Glu Tyr Glu Leu Leu Val Leu Pro Glu Ala Phe Thr lie His Leu Pro 
625 630 635 640 

His Ala Pro Ser Leu Asp lie Ser Arg Phe Arg Ser Ser Pro Thr Tyr 
645 650 655 

Arg Asp Cys Leu Gin Ala Leu Lys Asp Glu Phe His Gin Asp Leu Ser 
660 665 670 

Arg His His Gly Ala Ala Ala Leu Lys Tyr Leu Pro Ala Leu Gin Gin 
675 680 685 

Pro Gin Ser Pro Ala Arg Gly 
690 695 



<210> 75 
<211> 617 
<212> PRT 

<213> Homo sapiens 
<220> 
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<221> VARIANT 
<222> (50) 

<223> where Xaa is any amino acid as defined in the 
specification 

<400> 75 

Met Leu Leu Leu Leu Gly Pro Leu Arg Leu Pro Leu Cys Pro Pro Lys 
15 10 15 

Arg Lys Asn Pro Leu His Leu His Leu Val Thr Asp Ala Val Ala Arg 
20 25 30 

Asn lie Leu Glu Thr Leu Phe His Thr Trp Met Val Pro Ala lie Asp 
35 40 45 

Pro Xaa Val Ser Phe Tyr His Ala Asp Gin Leu Lys Pro Gin Val Ser 
50 55 60 

Trp lie Pro Asn Lys His Tyr Ser Gly Leu Tyr Gly Leu Met Lys Leu 
65 70 75 80 

Val Leu Pro Asn Ala Leu Pro Ala Glu Leu Ala Arg Val lie Val Leu 
85 90 95 

Asp Thr Asp Val Thr Phe Ala Ser Asp lie Ser Glu Leu Trp Ala Leu 
100 105 110 

Cys Ala His Phe Ser Asp Thr Gin Ala lie Gly Leu Val Glu Asn Gin 
115 120 125 

Ser Asp Trp Tyr Leu Gly Asn Leu Trp Lys Asn His Arg Pro Trp Pro 
130 135 140 

Ala Leu Gly Arg Gly Phe Asn Thr Gly Val lie Leu Leu Arg Leu Asp 
145 150 155 160 

Arg Leu Arg Gin Ala Gly Trp Glu Gin Met Trp Arg Leu Thr Ala Arg 
165 170 175 

Arg Glu Leu Leu Ser Leu Pro Ala Thr Ser Leu Ala Asp Gin Asp lie 
180 185 190 

Phe Asn Ala Val lie Lys Glu His Pro Gly Leu Val Gin Arg Leu Pro 
195 200 205 

Cys Val Trp Asn Val Gin Leu Ser Asp His Thr Leu Ala Glu Arg Cys 
210 215 220 

Tyr Ser Glu Ala Ser Asp Leu Lys Val lie His Trp Asn Ser Pro Lys 
225 230 235 240 

Lys Leu Arg Val Lys Asn Lys His Val Glu Phe Phe Arg Asn Phe Tyr 
245 250 255 

Leu Thr Phe Leu Glu Tyr Asp Gly Asn Leu Leu Arg Arg Glu Leu Phe 
260 265 270 
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Val Cys Pro Ser Gin Pro Pro Pro Gly Ala Glu Gin Leu Gin Gin Ala 
275 280 285 

Leu Ala Gin Leu Asp Glu Glu Asp Pro Cys Phe Glu Phe Arg Gin Gin 
290 295 300 

Gin Leu Thr Val His Arg Val His Val Thr Phe Leu Pro His Glu Pro 
305 310 315 320 

Pro Pro Pro Arg Pro His Asp Val Thr Leu Val Ala Gin Leu Ser Met 
325 330 335 

Asp Arg Leu Gin Met Leu Glu Ala Leu Cys Arg His Trp Pro Gly Pro 
340 345 350 

Met Ser Leu Ala Leu Tyr Leu Thr Asp Ala Glu Ala Gin Gin Phe Leu 
355 360 365 

His Phe Val Glu Ala Ser Pro Val Leu Ala Ala Arg Gin Asp Val Ala 
370 375 380 

Tyr His Val Val Tyr Arg Glu Gly Pro Leu Tyr Pro Val Asn Gin Leu 
385 390 395 400 

Arg Asn Val Ala Leu Ala Gin Ala Leu Thr Pro Tyr Val Phe Leu Ser 
405 410 415 

Asp lie Asp Phe Leu Pro Ala Tyr Ser Leu Tyr Asp Tyr Leu Arg Ala 
420 425 430 

Ser lie Glu Gin Leu Gly Leu Gly Ser Arg Arg Lys Ala Ala Leu Val 
435 440 445 

Val Pro Ala Phe Glu Thr Leu Arg Tyr Arg Phe Ser Phe Pro His Ser 
450 455 460 

Lys Val Glu Leu Leu Ala Leu Leu Asp Ala Gly Thr Leu Tyr Thr Phe 
465 470 475 480 

Arg Tyr His Glu Trp Pro Arg Gly His Ala Pro Thr Asp Tyr Ala Arg 
485 490 495 

Trp Arg Glu Ala Gin Ala Pro Tyr Arg Val Gin Trp Ala Ala Asn Tyr 
500 505 510 

Glu Pro Tyr Val Val Val Pro Arg Asp Cys Pro Arg Tyr Asp Pro Arg 
515 520 525 

Phe Val Gly Phe Gly Trp Asn Lys Val Ala His lie Val Glu Leu Asp 
530 535 540 

Ala Gin Glu Tyr Glu Leu Leu Val Leu Pro Glu Ala Phe Thr lie His 
545 550 555 560 

Leu Pro His Ala Pro Ser Leu Asp lie Ser Arg Phe Arg Ser Ser Pro 
565 570 575 
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610 



Gin Ala Leu Lys Asp Glu Phe His Gin Asp 
585 590 

Ala Ala Ala Leu Lys Tyr Leu Pro Ala Leu 
600 605 

Ala Arg Gly 
615 
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